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Expression of RGS22 in pan-cancer and its correlation
analysis with prognosis and immune infiltration

WANG Shanpeng ,YANG Cuiyuan ,SUN Jinpeng ,YU Bin ,WANG Rong ,SUN Min
(College of Integrated Traditional Chinese and Western Medicine , Jining Medical University, Jinning 272067 , China)

Abstract: Objective To investigate the associations between RGS22 expression, prognosis, tumor microenviron-
ment and tumor immune infiltration in pan-cancer. Methods Databases and tools including TIMER , UALCAN,KM plotter,
TISIDB, and relevant R packages were utilized to analyze the differential expression of the RGS22 gene across pan-
cancers and its associations with prognosis, immune/molecular subtypes, immune cells, and immune checkpoints
(ICPs). Clinical samples were collected for preliminary validation. Results RGS22 was lowly expressed in most tumors
(P<0.001). High expression of RGS22 in 8 tumor types and low expression of RGS22 in 8 tumor types were both corre-
lated with better prognosis ( P <0.05). Immune subtypes of 7 tumors and molecular subtypes of 10 tumors were
significantly correlated with RGS22 expression (P<0.05). In most tumors ,RGS22 expression significantly correlates with
the infiltration levels of 6 immune cell types,including CD4" T cells and CD8" T cells, within the TME ( P<0.05).
RGS22 expression significantly correlates with the expression of 10 ICPs in 29 tumor types (P<0.05). RGS22 was sig-
nificantly correlated with Tumor Mutational Burden (TMB) in 16 tumors and with Microsatellite Instability (MSI) in 10
tumors ( P<0.05). Preliminary immunohistochemistry (IHC) results showed that the expression of RGS22,CD4, and

(AW H | IIARE PEZE LRI H % (20221012) ; 11 R E FEZGRHL I H (M20245103) 5 577 BE 2 B R 2R 4
FrNZRTRI H (ex20242302)
[ 1E1E# 1 9MA , E-mail : sunmin0219@ 163. com



TR

B4R 2025 4F 12 45 48 %45 6 01 J Jining Med Univ, December 2025, Vol. 48, No. 6 - 531 -

CD8 in Hepatocellular Carcinoma ( LIHC) tissues were significantly lower than those in paraneoplastic tissues and were

positively correlated (r=0.839,0.835,P<0.01). Conclusion The expression of RGS22 in pan-cancer is associated

with tumor prognosis and immune infiltration , and it may serve as a potential biomarker for tumor prediction and prognosis.
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