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Sys.

setenv(JAVA_HOME =" C./Program Files/Java/jre1.8.0_231" )

library ( nlrx)

netlogopath <—file.path(D:/netlogo)
modelpath <~ file.path(" D:/ABM/HIV-1.nlogo" )
outpath <~ file.path(" D;/ABM/output/test3" )

nl <— nl(nlversion = "6.2.0",

nl@ experiment <— experiment( expname =

nlpath = netlogopath,
modelpath = modelpath,
jvmmem = 1024)
"test3-0.5",
outpath = outpath,
repetition = 1,
tickmetrics = 1,

idsetup = "setup" ,

idgo = "go",

runtime = 520,
evalticks = seq(1,520),

metrics=c( " count turtles with [ known?] / count turtles with [ infec-

ted?]",

" count turtles with [ infected? | / count turtles" ,
" count turtles with [ infected?]" ),
constants = list( " initial-people" = 10000,
" percent—regular—partners" =17.1,
" average—partners—per—year" =1.92,
" average—commitment" =272.5,
" average—condom—use" =19.9,
" percent—with—casual—partners" =45.4,
" average—casual —partners—per—year" =7.5,
" duration—casual —partnership" =26,
" times—per—year—casual—hook-up" =10.66,
" average—condom—use—casual” =30.4,
" average—test—frequency" =0.5,
" risk—reduction—after—know" =0.45,
" import—probability” =0.02,
" average—symptom—show" =250,

" average—infection—chance" =3.1067) )

nl@ simdesign <- simdesign_simple(nl = nl,nseeds = 100)
eval_variables_constants( nl) #2578 B &5 A 4L

print( nl)

results <— run_nl_all( nl)

setsim(nl, " simoutput" ) <- results

write_simoutput( nl)
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