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circ _ SEC23A promoted the injury of Ang [ -induced cardiomyocytes
through miR-30a/Beclin-1
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[ Abstract] Objective: To explore the mechanisms of circ_SEC23A in damaging cardiomyocytes through miR-30a/Beclin-1.
Methods : The dual luciferase reporter gene method was used to verify the binding of circ_SEC23 A and miR-30a. Firstly, the cardiomyo-
cytes were respectively transfected with circ_SEC23A siRNA, miR-30a mimics, circ _SEC23A siRNA and miR-30a inhibitors, circ_
SEC23A siRNA and Beclin-1 overexpression vector. Then,the angiotensin [l (Ang Il ) was used to induce the damage of cardiomyo-
cytes. Lastly , the expression of circ_SEC23A ;miR-30a and Beclin-1 was detected by fluorescent quantitative Polymerase Chain Reaction
(PCR) and the expression of Beclin-1 and LC3-1/11 was assessed through western blot. Also,the cell proliferation activity was tested by
CCK-8 method and the concentration of lactate dehydrogenase (LDH) in cell culture supernatant was evaluated using a biochemical an-
alyzer to verify the degree of cell damage. Results:The circ_SEC23A could bind to miR-30a through a specific target site. Besides, Ang Il
significantly promoted the expression of circ_SEC23A and Beclin-1, while it also inhibited that of miR-30a. But after down-regulating
the expression of circ_SEC23 A, the expression of miR-30a increased and that of Beclin-1 decreased. Meanwhile, the ratio of LC3-11/
LC3-I increased significantly, cell proliferation decreased, and the concentration of LDH increased. Conclusion: The circ_SEC23A af-
fected autophagy and promoted the damage of cardiomyocytes through miR-30a/Beclin-1.
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