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[ Abstract] Objective:To investigate the expression of testis associated highly conserved oncogenic long non coding RNA ( Ln-
cRNA THOR) in esophageal squamous cell carcinoma (ESCC) and its effect on the mechanism of ESCC. Methods : The expression of
LncRNA THOR gene in ESCC was analyzed by bioinformatics and qRT-PCR. After silencing the LncRNA THOR in TEl cells using
siRNA | the changes of cell proliferation and migration were further detected by CCK-8 and wound healing assay , respectively. IGF2BP1-
dependent gene GLI-1 and MYC mRNA and protein levels were investigated by qRT-PCR and westem blot. Results; UALCAN analysis
showed that the expression of LncRNA THOR gene in patients with esophageal cancer was significantly higher than that in normal peo-
ple. QRT-PCR results showed that the expression of LncRNA THOR was significantly up-regulated in ESCC tissues compared to that in
paracarinoma tissue and in TE1 and EC109 cells comparing with HET1A. After siRNA knockdown of LncRNA THOR in TE1 , cell pro-
liferation and migration were suppressed as CCK-8 and wound healing assay showed,respectively. According to the results of qRT-PCR
and westem blot,the mRNA and protein expression levels of GLI-1 and MYC were significantly decreased. Conclusion: The expression
of LncRNA is significantly increased in ESCC tissues and cells. Silencing LncRNA THOR can inhibit the proliferation and migration of
ESCC cells, suggesting LncRNA THOR may be a new target for the treatment of ESCC.
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K 4% JF 4 9 RNA (long non-coding RNA, Ln-
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PR T) 2 f) LneRNA, HAT 7 81 fsF i fe kB 2 23R
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HEFE A A o i BEIE B R S A R A0 K T B AR S
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AL 5 R A K 2 mRNA 25581 1
(insulin-like growth factor 2 mRNA binding protein 1,
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lin-like growth factor 2,IGF2) | Ji Jifi J83 #H 5 a8 5t [A] 5]
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path. uab. edu/index. html) J& — /> 3 7 J& 5iF 3L K 4H
il (TCGA) B o , H 45 72 42 70 B H A HE [ 335
AROCHE (TR 0 BT A2 406 55 D) RE Y I il o i e BB
UALCAN, & i TCGA analysis, i A Gene names J}y
LncRNA THOR, 7E TCGA dataset 1% #& Esophageal
carcinoma , R J5 s i Expression, 73 #f LncRNA THOR
1t TCGA B4 12 2 45 i AN R M2 2H Hh 1 2 K 1 O o
1.2.2 RNA 5 J2 A/ 41805 RNA i, %
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RNA ¥ BRI G RE (A {6 , 50 78 Roche 23 ]
Transcriptor FirstStrand ¢DNA Synthesis iz 7| & ¥
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1.2.3 qgRT-PCR i jciliad A& T TR ( L)
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SRR 20 pL, AR |3 AL, qRT-PCR Jz
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GeorHr  HBR A 3 2 T S A gUR 41 i b R 3
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GLI-1 E 1 84:5'-AGCCAGTGCAGCCAATACAG-3' 171
R 8145 -ATTGGCCOGAGTTGATGTAG-3
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R84 :5'-CAAGGTGATCCAGACTCTGACCTT-3!
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RIA545:5'-C6CATGGACTGTGGTCATGAG-3
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<0.05) (Kl 2), a5 RS TCCA By ¥l — BkB
E3iF LncRNA THOR 7£ ESCC &5 22 35, B /% Ln-
cRNA THOR A[fEJ2: ESCC W fe s 2L A .
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(P<0.05)(K3),
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40 MY 1 52 W, si-LncRNA THOR-1 Fl1 si-LncRNA
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TR, MR BoR (B 6), 50 & U 4
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48 h JLANF ] {57 45 ¥ 3 B 12 A 68 ) B W Az B
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TR T ¥, BE98 £ W], ESCC M % 4 KR Y In-
cRNA I M1, 152 IncRNA 25 T ESCC ) %% i
HERE . Yao " HEIE & B MALAT-1 i | 5 ES-
CC B H W A7 RIFEARA K. M MALAT-1 A § 0
ESCC 41 Jifg 4 1~ . i #8 /1% 28 L4 U5 T8 Bl A 4 i S 1
BH 45 . HOTAIR 3 3% %55 30 71X 41 % 4 H3K27
F3efl , DT FEAR WIF-1 /% 2% 3K, i 7% Wnt/catenin
S %2 5 ESCC 4 g iy 4 5l A 42 2210, Lin-
cRNA THOR J2 5 4F 3 8 & B — Fh JE 3 4 57 19 K
4t RNA, oA 2L 2R 50, ) 2 AT
ANEZ IR AL P, B 44 RIE LncRNA
THOR B8 % 75 H K /K - 98 5 2 4> b J8g 119 38 58 , Lin-

cRNA THOR 7£ 5 41 fitd i . ' 988 . 35 8% 1R 40 M g P
FREZF MR 2SR & RS, P E LR KR
kR EA/EA . 481, LncRNA THOR 5 ESCC Z
B & AR WF5E. R T # 5 LncRNA THOR FI
ESCC Z[H] {56 &, AHIGE 1 6K 00 T LncRNA THOR
76 ESCC Wl £ ik 15 0l , 15 F) ] siRNA 7 /% LncRNA
THOR J5 &l ESCC 40 Jfa 2k ¥y Th e i A8 1k

O A W AF ST & 30 F 40 i 9 20 2UhR A b LncRNA
THOR 5% = %35, R A 19 & B LncRNA THOR 7§
ER TR N S N N S PN 0 Ao BT S A
UUER LncRNA THOR A LA i 5 J68 40 M i A 1 18
B FNAF 15 , 10 3 2 35 LncRNA THOR WU mJ ) 384 58 4
Ji B 3% 7 K04 B BE J1 . Song 25 BF5E & ML La-
cRNA THOR 7£ & ¥ ' 77 76 = R B 915 . Yang
A4 THS 5 T 54K 40 M P LneRNA THOR % ik
R RSN SE B UE 52, B LncRNA THOR #]
DA ) 5 daf R 20 A g 40 A B4 AR K s T R TR B A
%5 GO/G1 B, i 3 5 35 LncRNA THOR 7] L f
TR M ) 18 5E 5 S GO/GL 1] 40 M %k 4= 4
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Cheng' " 2238 i) qRT-PCR #59 % ¥, LncRNA THOR
TE e 2H 2 (8 2R TR 7K P AR O TE W A 2 5 B 3%
E18, H LncRNA THOR () ik K 5 fF 9 B & R
FUAR JG L AE I ] 2% DA G . b oR it — AP IR 52, 1L
#R LncRNA THOR a] & 2% 40 ] 98 40 e 1 A= 1< 1
B SO BEIE L R AR 2 S RE ). SR, LncRNA
THOR ) 5% R ik 7E ESCC & A4 & J& b ity H AR AL I
AN . AHFIT & BLAE ESCC i 41 4Ll ESCC 41
i Z TE1 fi1 EC109 ./ LncRNA THOR ik i % |
] ,$#2/R LncRNA THOR W[ 82 5 ESCC ) &4 & J&
i, fE ESCC 40t & TE1 P &8 LncRNA THOR
Jei Lt CCK8 FI IR 52 46 & B 41 M 1 4 13T % fig
J1#h Az B4, 2 B LncRNA THOR fig i = 5 4 4y
o M 3 5 R AE RS R ), HE T 2 5 ESCC (1 1E 78 A=

LncRNA THOR BE#% 5 1GF2BP1 45 &, f 8 44
AR SE A IGF2 (GLI-1 MYC &5, 5 2452 ) i Jgd %
AR o AR B A S TR Y LncRNA THOR 7] )
i % R IGF2BP1 K #i 3£ K IGF2 .GLI-1 il MYC iy
mRNA Fl 2 [ i % i5 K F. 1 i % 35 LncRNA
THOR MW 2k | 3% IGF2BP1 4% i 3 A 1) mRNA FI
LR, W, 78 5 40, LneRNA
THOR 3 i X IGF2BP1 AH JC A i 56 X o 45 , i — 20
50 R AT BG40 i W 2k R B LncRNA
THOR F1 IGF2BP1 7 7 i {R 240 s 41 2L b 34 R34 1
W, H#F mRNA JKF I %5 &2 IE M &, LncRNA
THOR i i 5 IGF2BP1 A1 EAE Y IGF2 py ik,
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