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Expression of TLR4 mRNA and TCF21 mRNA in laryngeal carcinoma
and their correlation with clinicopathology
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[ Abstract] Objective:To investigate the expression of Toll like receptor 4( TLR4) and transcription factor 21 (TCF21) in larynge-
al carcinoma and their correlation with clinicopathological. Methods:95 patients with laryngeal cancer were selected for the study, and
their laryngeal cancer tissues and adjacent normal tissues were collected as experimental samples. The expression of TLR4 and tef21 mR-
NA was detected by real-time fluorescent quantitative PCR(RT-PCR) ,and the correlation between the positive expression and clinicopath-
ological parameters was analyzed. Results; The expression level of TLR4 mRNA in laryngeal carcinoma tissues was significantly higher
than the adjacent normal tissues( P <0.05) ,while the expression level of TCF21 mRNA in laryngeal carcinoma tissues was significantly
lower than the adjacent normal tissues( P <0.05). In laryngeal carcinoma,the expression of TLR4 mRNA and TCF21 mRNA was signifi-
cantly different in the degree of differentiation,depth of invasion,lymph node metastasis and clinical stage( P <0.05). The expression of

TLR4 and TCF21 was negatively correlated in laryngeal carcinoma( P <0.05). Conclusion:The high expression of TLR4 and low expres-
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sion of TCF21 may promote the malignant proliferation and metastasis of laryngeal carcinoma cells. The detection of these two indicators

has positive guiding significance for evaluating the malignant degree,metastatic potential and prognosis of laryngeal carcinoma.
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