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Changes and clinical significance of hsa_ circRNA 104633 and hsa_ cir-
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[ Abstract] Objective:To explore the changes and clinical significance of hsa_circRNA_104633 and hsa_circRNA_406281 in
peripheral blood mononuclear cells(PBMCs) of patients with primary gout. Methods : Peripheral venous blood samples and clinical data
of 45 patients with acute gout( AG group) ,45 patients with intercriticalgout( IG group) and 60 healthy subjects( HC group) were col-

lected. Real-time fluorescence quantitative polymerase chain reaction was used to detect the relative expression levels of hsa_circRNA _
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104633 and hsa_circRNA_406281 in PBMCs of all subjects, and the correlation between them and the clinical indicators of gout pa-

tients were analyzed. Receiver operating characteristic curve( ROC) was constructed to evaluate the diagnostic value of two circRNAs in

gout. Results ; The expression of hsa_circRNA_104633 in the AG and IG groups was significantly higher than that in the HC group( P <

0.05) ,and there was no statistically significant difference between the AG and IG group(P >0. 05). The expression of hsa_circRNA_

406281 in the AG group was significantly higher than that of IG and HC group( P <0. 05) ,there was no significant difference between
IG and HC group(P >0.05). hsa_circRNA_104633 was positively correlated with serum uric acid uSA level(r =0.305,P =0.003).
hsa_circRNA_406281 was negatively correlated with C-reactive protein( CRP) and uSA levels(r = -0.513,P <0.001,r= -0.213,

P =0.043).ROC curve analysis showed that the area under the curve of hsa_circRNA_104633 for diagnosing gout was 0. 822. Conclu-

sion:hsa_circRNA_104633 and hsa_circRNA_406281 may be involved in the regulation of gout uric acid metabolism,and hsa_circRNA

_104633 is expected to become a biomarker for the diagnosis and treatment of gout.
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gt AG 2 +1G #(n =90) AG #H(n =45) IG 4 (n=45) HC 41 (n =60)
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LY LDL

1 0.070 0.070 i 0.075 0.048
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r 0.305 -0.213

P 0.003 0.043

2.4 hsa_circRNA_104633 #A hsa_circRNA_406281

X 98 XL E 12 T 1 1B

ROC M2k i 7~ , hsa_circRNA_104633 2 Wi Ji X
i) AUC & 0.822 (95% CI: 0.756 ~ 0.888; P <
0. 001 ; B e =76. 70% ;4% F:4E =78.30% ) , 55 hsa
_circRNA _406281 [ #¢, 22 55 L4 it # & L (P>
0.05) ., #JE& hsa_circRNA_406281 1 AG 20 /) ik
IG5 HC 41 M ATRE S 5 T 209 KUy &
SiE S, A 9 XU TS AE 1 9 RE A AR W, Ok I AT
ROC fh £k 43 7 & 9 H AUC {H & 0.667 (95% CI.
0.576 = 0.759; P =0.001 ; ff g 51.90% ; 45 5+
PESy 84.10% ) . WLIA 2,

A B
hsa_circRNA_104633 hsa_circRNA_406281
1.0 1.0
0.87 0.87
# 0.6 # 0.6
= ey
=041 =041
AUC=0.822 AUC=0.822
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R K IE, ARBFTEY KA IF i PCR A T
BATERKAHE 2 HC g XS Kk &, K I hsa_
circRNA_104633 75JF X & % PBMCs B4 3% ik I & 1
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cRNA X RNA i ELA7 %5 55 B AC T v 0 JH: 7E 1R B
bR I AR DL E S fEARBE ST i K41 PBMCs
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