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Comparison on the application value of traditional karyotype analysis and
CMA in prenatal diagnosis

ZHANG Jin-hua, YU Zhen, WANG Li-xia,LI Yu
( Prenatal Diagnosis Center ,Urumqi Maternal and Child Health Hospital ,Urumgi 833000, Xinjiang , China)

[ Abstract] Objective: To explore the application value of traditional karyotype analysis and chromosome microarray analysis
(CMA) in prenatal diagnosis. Methods: A total of 453 pregnant women undergoing prenatal diagnosis in prenatal diagnosis center of the
hospital due to abnormal results (advanced age, abnormal ultrasound, history of adverse pregnancy,family history of genetic diseases,
high risk of Tang screening, non-invasive screening) were enrolled. All were tested for traditional karyotype analysis and CMA. The re-
sults of the two methods were compared and analyzed. Results: There were 43 cases (9.49% ) and 51 cases (11.26% ) with chromo-
some variation detected by karyotype analysis and CMA ,respectively. The coincidence rate of the two methods was 82. 86% . The differ-
ence in detection rate of chromosome variation between the two was not statistically significant (P >0.05). CMA could better detect
chromosomal micro-duplication and micro-deletions, while karyotype analysis could better detect chromosomal balanced translocation
and mosaicism. For pregnant women with abnormal single diagnostic indication and those with abnormal two or more diagnostic indica-
tions, differences in detection rate of chromosome variation between karyotype analysis or CMA were statistically significant (P <0.05).
For pregnant women with abnormal two or more diagnostic indications, detection rate of chromosome variation by CMA was significantly
higher than that by karyotype analysis (P <0.05). For pregnant women with abnormal single diagnostic indication, there was no signifi-
cant difference in detection rate of chromosome variation between the two methods (P >0. 05). Conclusion ; The detection effect of tra-
ditional karyotype analysis and CMA is comparable for chromosome variation in pregnant women, and the two methods are complementa-
ry. Clinically, they can be combined in prenatal diagnosis to increase detection rate of chromosome variation.
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