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[ Abstract] Objective:o investigate the distribution of drug resistance genes and virulence genes of Staphylococcus aureus in pa-
tients with orthopaedic post-traumatic infection. Methods ;40 strains of Staphylococcus aureus isolated from orthopaedic posttraumatic
infection patients were selected. Polymerase chain reaction ( PCR) was used to detect drug resistance gene (mecA ), adhesin gene
(bbp,clfA,clfB, can, ebpS, fnbA, sdrC, sdrD, sdrE, icaA , map ) , hemolytic toxin gene (hla, hlb, hld, hlg) , leukocidin gene ( lukE,
lukM , pvl) ,invasive toxin gene (splB,ssp),and the distribution of virulence genes in patients with different degrees of infection and
different infection control conditions were compared. Results: A total of 23 MECA gene resistant strains (57.50% ) were detected in 40
strains of Staphylococcus aureus,23 strains of methicillin resistant Staphylococcusaureus ( MRSA) and 17 strains of methicillin sensitive
Staphylococcusaureus ( MSSA). The detection rate of sdrC gene in deep infection group was higher than that in superficial infection
group (72.73% wvs. 33. 33% ,P <0.05), and the detection rate of ssp gene was higher than that in superficial infection group
(100.00% wvs. 66.67% ,P <0.05). There was no significant difference in the detection rate of other genes between superficial infection
group and deep infection group (P >0.05). The detection rate of sdrD gene in the ineffective group was lower than that in the effective
group (11.11% wvs. 61.29% ,P <0.05) ,and the detection rate of pvl gene in the ineffective group was higher than that in the effective
group (33.33% wvs. 3.33% ,P <0.05). There was no significant difference in the detection rate of other genes between ineffective
group and effective group (P >0.05). Conclusion: The virulence genes sdrC and ssp are correlated with the infection degree of pa-
tients with post-traumatic Staphylococcus aureus infection in orthopedics,and the virulence genes sdrD and pvl are correlated with the

prognosis (infection control) of patients with post-traumatic Staphylococcus aureus infection in orthopedics.
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