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Diagnostic and prognostic value of IncRNA-LOC100505851 for hepatocel-
lular carcinoma
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[ Abstract] Objective: To explore the diagnostic and prognostic value of long non-coding RNA LOC100505851 ( IncRNA-
LOC100505851) for hepatocellular carcinoma ( HCC). Methods:80 HCC patients who underwent liver resection were selected as the
study subjects. The levels of IncrNA-Loc100505851 in cancer tissues and adjacent tissues of the selected subjects were detected by
qRT-PCR,and ROC curves were drawn to evaluate the diagnostic efficacy of tissue IncrNA-Loc100505851 expression level for HCC. Ac-
cording to the expression level of IncrNA-LOC100505851 in cancer tissues,the patients were divided into the low expression group and
the high expression group,and the clinicopathological characteristics and prognosis of the two groups were analyzed. Results; The ex-
pression level of IncrNA-LOC100505851 in HCC tissues was significantly lower than that in adjacent tissues (P <0.005). The area un-
der ROC curve for HCC diagnosis at the level of cancer tissue IncrNA-LOC100505851 was 0. 863 (95% CI = 0. 808-0. 918,
P <0.05) ,the optimal truncation value was 0. 695. According to the optimal truncation value ,IncrNA-Loc100505851 expression was di-
vided into high expression group and low expression group,and the relationship between IncrNA-Loc100505851 expression and clinico-
pathological characteristics was analyzed. The results showed that the expression of LNerNA-Loc100505851 in HCC tissues was signifi-
cantly correlated with tumor size,lymph node metastasis and TNM stage (P <0.05). Survival analysis showed that the overall survival
rate and disease-free survival rate at 1,2,and 3 years in the low-expression IncrNA-LOC100505851 group were lower than those in the
high-expression LNerNA-LOC100505851 group. Univariate analysis showed that tumor size =5 c¢m, TNM stage Il ~ IV, lymph node
metastasis and low expression of IncrNA-LOC100505851 were risk factors for overall survival of HCC patients (P <0.05). Multivariate
analysis showed that tumor size =5 cm,TNM stage Il ~ [V and low expression of LNctNA-LOC100505851 were independent predictors
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of overall survival of HCC patients ( P <0.05). Conclusion : The expression of IncRNA-LOC100505851 is closely related to the clinico-

pathological characteristics of HCC patients, which maybe be used as a potential target for prognosis evaluation and treatment of HCC

patients.
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