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Correlation analysis of induced sputum CTGF mRNA , inflammatory fac-
tors and pulmonary function with risk classification and prognosis of pre-
mature infants with respiratory distress syndrome
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(1. Department of Laboratory,Yangzhou Second People’s Hospital , North District Hospital of Subei People’s Hospital; 2. Department of Pe-
diatrics ,Subei People’s Hospital ,Yangzhou 225007 , Jiangsu , China)

[ Abstract] Objective:To investigate the correlation of induced sputum CTGF mRNA ,inflammatory factors and pulmonary func-
tion with risk classification and prognosis of premature infants with respiratory distress syndrome,and to analyze the main factors affect-
ing the prognosis of children. Methods: A total of 80 premature infants with respiratory distress syndrome were selected and divided into
mild group (n =28) ,moderate group (n =38) and severe group (n =14) according to the severity of the disease,at the same time, ac-
cording to the prognosis of the children,they were divided into a good prognosis group (n =56) and a poor prognosis group (n =24).
The induced sputum CTGF mRNA ,inflammatory factors [ human transforming growth factor 1 (TGF-B1) ,tumor necrosis factor ( TNF-
o) and interleukin 6 (IL-6) ] and pulmonary function [ peak time ( TPTEF) ,peak volume ratio (VPEF/VE) and peak expiratory flow
(PEF) ] were detected ,and analyze the correlation of each index,and use receiver operating curve (ROC) and area under the curve
(AUC) to evaluate the value of each index for poor prognosis of children, multivariate logistic analysis was used to analyze the main fac-
tors affecting the prognosis of children. Results: Comparison of CTGF mRNA ,TGF-B1,TNF-a and IL-6 between groups, the levels from
high to low were severe group,moderate group and mild group (P <0.05) ,compared with TPTHE, VPEF/VE and PEF groups, the lev-

els from high to low were mild group,moderate group and severe group (P <0.05). Compared with the poor prognosis group,the good
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prognosis group had lower levels of CTGF mRNA, TGF-B1, TNF-a and IL-6, and higher TPTHE, VPEF/VE and PEF (P <0.05).

Spearman correlation analysis showed that CTGF mRNA ,TGF-B1,TNF-a and IL-6 were positively correlated with the degree of disease
in children (P <0.05) ,TPTHE, VPEF/VE and PEF were negatively correlated with the degree of disease in children ( P <0.05).

The results of logistic analysis showed that TGF-B1, TNF-a,IL-6 and gestational age were the main factors affecting the prognosis of
children. Conclusion ; Induced sputum CTGF mRNA,TGF-B1,TNF-a,IL-6,TPTHE , VPEF/VE and PEF can not only better assess the

risk of premature infants suffering from respiratory distress syndrome,but also be used to reasonably predict the poor prognosis of chil-

dren, with high application value.

[ Key words] CTGF mRNA; Inflammatory factors; Pulmonary function; Respiratory distress syndrome; Premature infants

WP I 5 30 2558 i Sl — Tl UL IR I R SR, e
AF 0o Y5 it 7 e | G 5 3 B Oy ORI 3 R AR
I AECAE , JF B & 2, H B Lwm Rk R e, B
Bt KR AR L BE T3, X AR LR i A T ™
[0 S TRl W B W = N o &
AR B8 i 2 TS M B, W) B 5 kA R A R A AT
SRR 5, ol i 8 P B 8 38 1 B it A8 A i 7K 14
T, VU 3 JC ML A 8 P PR R B R TR, DA T A 0 — 20
IR B ILRE TS o U, BRI 5 I R 2 B o E AR
I R PR X, ) A L T RE K A2 B 2R 55 A A T
5% 2 W 45 45 240 21 A= K R T ( connective tissue growth
factor, CTGF) gy 2+ 5 < E W SCHE N &K, JF HLA& L
S, T 75 B CTGF mRNA 7K F EFHD L kA
AT TR 1T 8 CTGF mRNA | %8 ¥ P K Jili
T BEXT W 5 38 255 AR 5L L Aa I 43 6 S 3 /AR
KM, LI WGE B LTS o

1 #ARETRE

1.1 —fgHEM

L 2020 4F 10 H % 2022 4F 4 A fE AL AR
P& Bt 12 1 SR IR S8 25 G AR L L 80 1), 4 R iR
JEH (n=28) thJEH (n=38) NEEH (n=14),
T s R A0 FB L 995 bR 0 4] 40k S R4 (n = 56)
LHiE AR (n=24) . 9 AbRHE: (1) BILEJE K
THRE; (2) BILA R IL; 3) AW EB LA
TEZWibR s (4) 2R . HEBRPRAE: (1) BA Sk
KM 5 (2) A HAh S s REPE0%; (3)
RGBT EZ G RSG5 R H . 2 Witn =% O 4 L
2Pk 8 ZE A AE " SRR B AR 1 (2017 4R
RSO YO (1) B BT I R AR L 1R P A
PEEAE ; (2) HEBR fB LI 56 R WL 51 & #0 I W [R] HE 5
(3) ZJili 55 52 A% 24 53 AT, 52 B S0 7 1301 AS 0 ) 3%
B RS RAIR 28 B T il s (4) 20 IR 75, HEBR R 28
RO NEBE T & WA M (5) BIJLHAE 24 h
LR I A AR o AR S BL SRS F8 B AT R R R
FERIAM (1) B B LA A 18 %50=201 mmHg H
<300 mmHg; (2) B B LA A #5850 =101 mmHg
H <200 mmHg; (3) & . & JLE & 48 £ < 100

mmHg. HU5 R4 L E6 )7 5 G Rk 2 2ok 2
IEH S BUR A R 8 ILZIR ST R AR OR % AR 78 A el dy
Zefmd . WCERM RE BT IR R EE TR
GoRal BN TUEN IRV VING oY i = VNS = -5 ) 1]
A e R O i 2R R A e R e O B
TR A SR YR R 25— IR, L3R 1o BETE A
B (6 2 2 b 2 R SR kAT

Rl BH-MEBER(x£s)

R BEM(n=28) PEA(n=38) EEA(n=14) FAH P
HEA) 0.218  0.897
[ 16 n 9

% 12 16 5

fia 30016131 30425150 3114£1.35  2.481  0.090
BrMEnsl 7749 0.0
& 3 10 1

% 2 28 7

Ry LR 5310 0.070
& 1 5 4

& 7 3 10

HEHR 18.218  <0.001
RIF 7 2% 6

AR 1 14 8

PR 4778 0.002
I = 18 2 5

e 10 12 9

ZEMHAE () 4720158 48.85+1.71  SL64=1.81 32675 <0.001
BBk 7 I (mmHg) 62.33£3.47  57.18+2.88  48.36£2.09 1.1.832 <0.001
ERNERFA 2,456 0.293
& 5 13 3

% 3 25 11

AR TR LR 2067 0.269
& 2 8 2

% 2 30 12

BRI IR IR 3,505 0.173
E | 5 3

& 7 3 11

1.2 FHik

1.2.1 wr#iE4&% 5% EH3% &BE

W, XN BT A ROLHE AT 5 Ak R, B4R B )
15 min; i BY SR A SR BT W H B, 5 2
O IR R B 7 I o i R 1| R
IFARICIE B T 4 C R ORAFA 1T B8 LB R
FH Eppendorf % ¥ #6 # B i B H Mk B AL 8
W, B S A 0. 1% — ik 95 Bl B a5, A £ A BT B
PRI 4 A5 7800 B )5, 76 37 °C AR 7K fin 44
10 min, 58 R 35 38 ; % ¥ 5 250 15 min,3 000 rpm , §X



EHRTE I R
1136 202249 J1

JIldt E Z Bz 2 4R ( http : //noth. cbpt. enki. net)
JOURNAL OF NORTH SICHUAN MEDICAL COLLEGE

Vol. 37,No. 9
Sep. 2022

FIEWET -80 C R RAERH,
1.2.2 &7 % K4 KM RT-qPCR ¥ K
CTGF mRNA: U #5 HT BV, SR TR RNA 2 B0
A (A REERF AR A, 5245 : R1200) #£ 17
AL RNA S, I R 3 2840 43 66 B T
AL RNA 4fi B Joufe s A W B > 4 pg/mL, H D260/
280 4 1.8 ~2.0, W FrBLE RNA £F & I & b o ; b
BV HEAT W0 e s 45, SR ] M-MuLV 5% — &% ¢DNA &
B & (db st i mS R B A R A, B S
GS0147) ,7F 42 °C F 3 50 min, ffi B ) RNA 5
MR FEAT 30055 S BRAE , AT 0 cDNA L FERIZET0 C R
S 70 min, 328 1k V5 Bl s 54T PCR 9715, 724
K- 213 bp, I [ 314 (5'-3") : CACCGCACAGAAC-
CACCACAC, i 1M 8] ¥ (5'-3") : GGCAGGCACAG-
GTCTTGATGAAC 3 # 4 4. %5 F 95 °C F T 48 4
3 min, BifiJ5 T 94 C FAEME 20 s, 25 F 56 CF
B K40 s, FFAEAH 30 s, H A WERAE 39 DMEH 43
W PCR 1R 5 BULSFE (. UL GAPDH J 2 R
Al 27429835 CTGF mRNA X £ ik,

M K i B TR R L A IR R K I
3 mL,i# & 5 5.0 10 min,3 000 rpm, fH EP4E |15
WCE T -30 CNORAE& HT B RF I 13 i, ok
BS — 1101 ELISA 45 43 B A (il Ur 1E A7 £k 3¢ AL 2% A
RS w)) e N A K K+ g1 (TGF-B1) & i : L
it i 4 W A7 A M R R, O 1R S AL R
FE S ALE IR B S AT IR E LW M e AR A, o8
B B2 FALAN A A AR IR, FROR B A Bk B
JE M AR R B A 15 min J5 AL IR,
15 min 2R FBEAR 50 A7 AR I 450 nm Ab W 56 A .
FI28 0 A % 6 (1L-6) | Jib 9 3K SE A F ( TNF-o ) H
ELISA 5 12050 & ( b o il 3¢ 2k Wy B A R W)
i

Jits Ty e I Sk < >R FH HIAK fili D) g A PAED (L ifg B2
ig &= el SN 1 S NG - e v 30 ]
(TPTEF) | ik 1§ 22 FLH ( VPEF/VE) K I 1l s 37
(PEF) , 25 7 L& SR Wi E 8, IR E R R S48
ORISR BE BN 0.20% ~0.30% |, I A 56y
40 ~ 60 YK /min, g S B[] 0. 40 s, FES K IE K
0.392 ~0.588 kPa,
1.3 SEitZEaHm

K] SPSS21. 0 Gt i+ #4247 % 4 o #r o 1
BARGERILL (v £5) Fom 4L LLBCR A ¢ K 505 14K
BRI [n (% ) 1 RR, RH x° K56, 22 41 1) ok o
K 2 7 2285 50 5 >k FH] Spearman 3% i#F 47 AH 3¢ 14 4 #7
K2 H TAEMZ (ROC) N1 L (AUC) i fr %
FepR X LA B IS 090 18 s R JH Logisties 2 &R

AR B ILBUS EENER, P<0.05 AERAHR

HES -
2 HR

2.1 &HBEJL CTGF mRNA K K1 EFKFELEK
CTGF mRNA \TGF-B1 ,TNF-o K IL-6 7F 2H [a] Lt

B, KT R BMRAR O B B b 2 R A,

ZERAGITFEX(P<0.05), W2,

%2 &HE)L CTGF mRNA RRMEEFKELE (x =)

i BEM(n=28) hEM(n=38) ERAGL=4) FH P
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PEF 0.052 0.783 0.680 ~0. 885 <0.001 2.860 0.536 0.958
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