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[ Abstract] Objective:To investigate the expression of long non-coding RNA (IncRNA) LINC02560 in hepatocellular carcinoma
(HCC) and its clinical significance. Methods:40 cases of surgically resected HCC tissues and paired adjacent tissues were selected.
RT-qPCR was used to detect the expression difference of LINC02560 between HCC tissues and adjacent tissues. The correlation between
LINCO02560 expression and clinicopathological features,and its diagnostic value for liver cancer were analyzed. Results: The expression
level of LINC02560 in HCC tumor tissues was higher than that in adjacent liver tissues (P <0.05). LINC02560 expression was correla-
ted with tumor size and MVI ( microvascular invasion of liver cancer) stage in HCC patients (P <0.05). LINC02560 expression tended
to be high in tumor tissues with tumor diameter greater than 5 ¢cm,and LINC02560 expression in M1 ~ M2 patients was higher than that
in MO patients. The positive expression of Ki-67 in LINC02560 high expression group was higher than that in LINC02560 low expression
group (P <0.05).ROC curve analysis showed that the area under the ROC curve of LINC02560 in the diagnosis of liver cancer was
0.8169 (95% CI.0.726 ~0.908). Conclusion ; LINC02560 is highly expressed in HCC tumor tissues and cells,and its expression lev-
el is correlated with tumor size and microvascular invasion, suggesting that LINC02560 may play a biological function as a oncogenic
gene to promote the proliferation and invasion of HCC tumor cells, which is expected to be an early molecular diagnostic index and mo-
lecular therapeutic target for HCC.
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