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Diagnostic value of peripheral blood coagulation index and MTHFR and
MTRR gene polymorphism in recurrent spontaneous abortion with throm-
boembolism
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[ Abstract] Objective:To explore the diagnostic value of peripheral blood coagulation index and methylene tetrahydrofolate re-
ductase (MTHFR) and methionate synzyme reductase (MTRR) gene polymorphism in recurrent spontaneous abortion with thromboem-
bolism. Methods :98 non-pregnant women with spontaneous abortion =2 times were included as study subjects and counted as observa-
tion group. In addition,80 healthy non-pregnant women who underwent pre-pregnancy examination during the same period were selected
as the control group. Extract DNA from two groups of women’s blood samples, use fluorescence quantitative PCR to detect their MTHFR
and MTRR gene loci,and record peripheral blood D-dimer (D-D) levels, prothrombin time (PT) ,thrombin time (TT) ,and thrombin
time (aPTT). Results: There were no difference between the two groups in age, nationality, residence, artificial pregnancy history and
body mass index (BMI) ,and TT,PT and aPTT in peripheral blood (P >0.05). The plasma D-D concentration in the observation group
was higher than that in the control group (P <0.05). The distribution of MTHFR A1298C,MTHFR C677T and MTRR A66G genes in
the two groups conformed to Hardy-Weinberg equilibrium law. At the same time, there was no significant difference in the MTHFR
A1298C genotype (A/C) and MTRR A66G genotype (A/G) between the two groups (P >0.05). The proportion of MTHFR C677T
allele T and TT genotype in the observation group was higher than that in the control group (P <0.05). Logistic analysis showed that
the TT genotype of D-D and MTHFR C677T sites in plasma was an influential factor for recurrent spontaneous abortion in thrombolytic
disease (P <0.05). Conclusion ; Serum clotting index D-D is abnormally elevated in patients with recurrent spontaneous abortion with
thrombolism ,and TT type of MTHFR C677T site is more common,which has certain application value for early diagnosis of recurrent

spontaneous abortion with thrombolism.
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