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miR-183-5p promote the proliferation and invasion of prostate cancer cell
PC3 by targeting FOXN?2 in colorectal cancer

YANG Shuai, WANG Sheng, CHEN Zhi-jun, WU Hong-liang, GUAN Han
( Department of Urology ,the First Affiliated Hospital of Bengbu Medical College,Bengbu 233000 ,Anhui,China)

[ Abstract] Objective:To explore the effect and mechanism of miR-183-5p on the biological function of PC3 cells. Methods:
GEO database screened miR-183-5p,which was significantly highly expressed in prostate cancer, for research, overexpressed miR-183-
Sp in PC3 cells was selected as the miR-183-5p mimics group, PC3 cells transfected with blank plasmids were selected as miR-NC
group. Cell cloning, EAU experiment, MTT, cell scratch, Transwell chamber migration and Invasion assay were used to detect the effects
of miR-183-5p mimics group and miR-NC group on the biological function of prostate cancer cell PC3. Stably overexpressing miR-183-
5p in PC3 cells for subcutaneous tumorigenesis experiments to observe the effect of miR-183-5p on cell proliferation in vivo. Forkhead
box N2 (FOXN2) was screened out by the prediction software as the downstream target gene of miR-183-5p and the effect of miR-183-
Sp on its protein expression was detected. The FOXN2 overexpression plasmid was transfected in PC3 cells, and miR-183-5p was co-
transfected , and the recovery experiment was carried out to verify that miR-183-5p promoted the proliferation and invasion of PC3 cells
by targeting FOXN2. Results: Compared with the miR-NC group,the miR-183-5p mimics group showed higher cell proliferation, migra-
tion and invasion (P <0.05) ,and it could promote tumor growth in vivo (P <0.05). The expression of the target gene FOXN2 in miR-
183-5p group was higher than that in miR-NC group (P <0.05) ,and the effect of miR-183-5p mimics on cell proliferation and invasion
could be reversed after transfection of the FOXN2 plasmid promotion. Conclusion : miR-183-5p can promote the proliferation and inva-
sion of prostate cancer cell PC3 by targeting FOXN2.
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