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[ Abstract] Objective:To screen the genes related to poor prognosis of human glioma by bioinformatics analysis,and to analyze
the value of prognostic gene model in predicting the prognosis of human glioma. Methods : Normal human cerebral cortex sequencing da-
ta,human glioma ( glioblastoma and low-grade glioma) related transcriptome sequencing data and patient survival data were downloaded
from GTEx database and TCGA database,respectively. The validation set CGGA325 and CGGA693 sequencing data were obtained from
CGGA database. The differentially expressed genes were screened from the sequencing data of human glioma and normal human cerebral
cortex, and verified by univariate Cox regression, Lasso regression, CGGA325 and CGGA693 survival analysis. The genes closely related
to the survival of human glioma patients were screened. The effect of prognostic gene models with high and low risk scores on the overall
survival of glioma patients was analyzed ,and the ROC curve was used to evaluate the value of prognostic models in predicting the overall
survival of glioma patients. Results:In TCGA ,a total of 12,709 differentially expressed genes were screened out, including 7,120 up-
regulated genes and 5,589 down-regulated genes, which were verified by univariate Cox regression analysis, Lasso regression analysis
combined with survival analysis of validation sets CGGA325 and CGGA693. DDX47, DIABLO, GABARAP, SMARCE1 and ZNF410

were finally determined to be related to the prognosis of glioma patients (P <0.05).In TCGA,the prognosis of patients in the high-risk
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score prognostic model (DDX47 + DIABLO + GABARAP + SMARCE1 + ZNF410) group was worse than that in the low-risk score prog-

nostic model (P <0.05) ,and the AUC values of 1,3 and 5 year overall survival of glioma patients predicted by the prognostic model
were 0.779,0.750 and 0. 742, respectively. In the validation sets CGGA325 and CGGA693,the prognosis of patients in the high-risk

score group of the prognostic model was worse than that in the low-risk score group (P <0.05). The AUC values of the prognostic mod-

el in predicting the 1,3 and 5-year overall survival of glioma patients in CGGA325 were 0. 673,0. 778 and 0. 830, respectively. The

AUC values of CGGA693 in predicting the 1,3 and 5-year overall survival of glioma patients were 0.680,0.700 and 0. 709 , respective-
ly. Conclusion: DDX47 ,DIABLO,GABARAP,SMARCEL and ZNF410 may be survival related genes of glioma patients and have the

potential to be used as prognostic molecular markers of human glioma. The high-risk score prognostic model ( DDX47 + DIABLO +

GABARAP + SMARCE1 + ZNF410) is associated with poor prognosis and has potential value in predicting the 3-and 5-year overall sur-

vival of patients.
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