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[ Abstract] Objective:To investigate the variation of 21 autosomal STR loci and Amelgenin locus (sex locus) in esophageal
squamous cell carcinoma (ESCC). Methods: Fresh tumor tissues and corresponding control tissues were collected from 89 patients
with esophageal squamous cell carcinoma. Genomic DNA from these tissues was extracted using the phenol-chloroform method. The ex-
tracted genomic DNA was PCR-amplified using the AGCU Expressmarker 22 fluorescent detection kit,and the PCR products were ana-
lyzed by capillary electrophoresis using an AB3500 Genetic Analyzer. STR typing was performed using GeneMapper® ID-X software.
Results : Among the 89 esophageal squamous carcinoma tissue samples,STR genotype variations ( STR, ) were detected in 26 cases,
), additional alleles ( A

accounting for 29% of the samples. Four types of variations were observed :new alleles ( A ,) ,complete loss

new add

of heterozygosity (¢LOH) , and partial loss of heterozygosity ( pLOH ). The highest frequency of STR variations was observed at the
D21S11,D12S391, vWA, FGA, and D18S51 loci. No STR genotype variations were observed at the D13S317, D2S441, THO1,
D10S1248 ,and Amelogenin loci of the 21 autosomal loci studied,STR genotype alterations were found in 17 ,and 2 cases showed STR
genotype alterations at multiple loci. Conclusion ;: Caution should be exercised when concluding individual identification in esophageal
squamous cell carcinoma tissues using the 17 autosomal STR loci commonly employed in forensic DNA profiling, as inconsistent typing
results occurred compared to control tissues. Additionally, STR genetic markers exhibit potential applications in the clinical diagnosis
and treatment of esophageal squamous cell carcinoma.
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