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[HE] BHH: 5K circ_0014130/miR-671-5p/PDL1 i 7€ & J ik J& b 9/ R ALl o Fik: HHRF cire_0014130 5 miR-
671-5p 75 B A A P 69 7E T, AGS F1 HGC27 4 ffl 43 4 DU 4H :si-NC 2H ,si-cire_0014130 4 . si-circ_0014130 + inhibitor NC £H #I
si-cire_0014130 + miR-671-5p inhibitor 41, N{R5% miR-671-5p Y5 PDLI 75 B f 40 M8 v A9 /6 JH K AGS #1 HGC27 4R 43 24 mim-
ic NC 21 \miR-671-5p mimic £] ,miR-671-5p mimic + pcDNA-NC 41l miR-671-5p mimic + pcDNA-PDLL 21, % I % %%t K B 4
He JE R S AR AT cire_0014130 5 miR-671-5p F1 miR-671-5p 15 PDL1 [l [ 45 & 3 R, %8 CCK-8 52 % & 40 1 1% 7, EdU
S 50 ) 200 R 4 KT A 2 A ARG 00 A U T K T, Transwell 52 56 K W 41 i 12 28K F . RT-qPCR Kzl RNA 35K, &
5 ED a2 U PCNA (Bel-2 \Bax I PDL1 #5 H £ kK, R : circ_0014130 5 miR-671-5p {7 7E &5 & i &4, circ_0014130 7£
AGS Fl HGC27 4 g b R A5 (P <0.05) , wif% circ_0014130 3 1k 410 1 40 A 3% 58 Fi 4= 72, 4 2F 40 M 4 72 ; miR-671-5p T J 4%
1 circ_0014130 f 55 %t 4 987 240 MW A A= 902247 R I /E H o miR-671-5p 5 PDL1 #£ 48 25 & 7 5, miR-671-5p 4 38 35 30 1) 4H
JHO 5 58 A2 2, S HE A0 U8 T 5 10 PDLL 3 3 35 48 2 00 miR-671-5p X 15 988 40 M B A W) AT i AR o B8 cire_
0014130 7T fg 3@ 4 98 #% miR-671-5p/PDL1 fh 4l 15 J6 40 f 1 7 A4 28, ST il 5 Js A pg o o
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circ_0014130 promotes gastric cancer progression by targeting miR-671 -
5p/PDL1 axis

GUO Ting-ting, ZHANG Yu-xin, CHENG Jian-bin
( Department of Gastroenterology , Zhuhai People’s Hospital + Zhuhai Clinical Medical College of Jinan University, Zhuhai 519000,
Guangdong , China)

[ Abstract] Objective:To explore the mechanism of circ_0014130/miR-671-5p/PDL1 axis in the progression of gastric cancer.
Methods ; In order to explore the role of circ_0014130 and miR-671-5p in gastric cancer cells, AGS and HGC27 cells were divided into
si-NC group, si-circ_0014130 group, si-circ_0014130 + inhibitor NC group and si-circ_0014130 + miR-671-5p inhibitor group. In order
to explore the role of miR-671-5p and PDLI in gastric cancer cells, AGS and HGC27 cells were divided into mimic NC group,miR-671-
5p mimic group,miR-671-5p mimic + pcDNA-NC group,and miR-671-5p mimic + pcDNA-PDLI group. The targeting binding relation-
ship between circ_0014130 and miR-671-5p, miR-671-5p and PDLI were analyzed by Dual luciferase reporter gene assay. The cell via-
bility was detected by CCK-8 assay, cell proliferation was detected by EdU assay, cell apoptosis was detected by flow cytometry,and cell
invasion was detected by Transwell assay. The RNA expression level was detected by RT-qPCR ,and protein expression level of PCNA ,
Bel-2,Bax and PDL1 were detected by western blot. Results; There was a binding site between circ_0014130 and miR-671-5p,and the
expression of circ_0014130 was increased in AGS and HGC27 cells (P <0.05). The knockdown of circ_0014130 expression inhibited
cell proliferation and invasion, promoted cell apoptosis. The down-regulation of miR-671-5p counteracted the inhibitory effect of circ_
0014130 knockout on the malignant biological behavior of gastric cancer cells. There was a binding site between miR-671-5p and
PDLI ,and overexpression of miR-671-5p inhibited cell proliferation and invasion, promoted cell apoptosis. The overexpression of PDL1
partially offset the inhibitory effect of miR-671-5p on the malignant biological behavior of gastric cancer cells. Conclusion: circ _
0014130 may promote the proliferation and invasion of gastric cancer cells and inhibit the apoptosis of gastric cancer cells by regulating

miR-671-5p/PDLI axis.
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0000751 4 —4% circRNA ¥ & BLAE 5 9 40 i vp 22 5%
Ve IR, IS 5 IR B T . AR,
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{9 5 i 98 HH 5 B cireRNA | 026 8 5 45 i I/
T I 9 D I T 9 4 22 b i R 4 AT R A R
A5 F W, cire_0014130 1] £¢ 5 4% 40 g
V5 0% BT+, 48 0k 20 M 2E K R #E F% B cire _
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M3 = R AR B A A R A A, Annexin V-
FITC/PL i T2 46 I 30 77 & (CA1020) | 40 i 1= 28 5L 56
et R & (GAT40) HIXLDE ' 3R Ml 4Tt 5 DA A X
F& (DO011) Hyhy 7 b 58 %3k 5 B A BR A .
Lipofectamine 3000 & | ( L3000150 ) | TRIzol i 5
(15596018CN) il PARIS™ i ] £ (AM1921) 31 A
% [# Invitrogen 4y #], Quantscript RT ik 7| &
(KR103) Fi1 FastUniversal SYBR Green PCR & | &
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PCNA (ab18197) . Bel-2 (ab32124 ) | Bax ( ab32503) |
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Abcam A ¥F] .

1.1.2 i@ HE4lER HGC27(CL-0107) |
AGS(CL-0022) Fil A\ & I+ fz 40 s GES-1( CL-0563) 1
g A R FE A A B A BR A Rl HGC27 F
AGS M35 FE 3 H &7 10% FBS il 1% P/S M
PUi) RPMI-1640 15 37 3 GES-1 41 AE K R 5 0 &
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1.2 Ak

121 #wfad b iR ® NHEHR cic_
0014130 5 miR-671-5p 7 1§ & 40} o9 4 T, K5
AGS Fl HGC27 4fi Mg 43 4 Ky si-NC 41, si-circ _
0014130 24 . si-circ_0014130 + inhibitor NC ZH Fl si-
circ_0014130 + miR-671-5p inhibitor 4, ¥ %t % 4=
KW AGS 1 HGC27 41 ML % 42 25 6 FLAR , 75 40 g
Fl& IR F 70% £ 4, % Lipofectamine 3000 iz 5]
AT Ge A P si-NC 24 40 i 5% ¢ si-NC; si-cire _
0014130 #H 4 g %% Y4 si-circ _ 0014130; si-circ _
0014130 + inhibitor NC £ 7 Jig 3£ ¥4 4t si-circ _
0014130 F inhibitor NC ;si-circ_0014130 + miR-671-
5p inhibitor 24 4 g ¥4 Y4 si-circ_0014130 F1 miR-671-
5p inhibitor; 5% Yt J5 5% 3% 48 h, I 4 4 iig & F§ RT-
QPCR % B0 3 4% e A%, Oy 1R 58 miR6T1-5p 15
PDL1 7£ 15 & 40 fL b 9 VR T, 4% AGS F1 HGC27 4 Jifd
434 mimic NC 24 .miR-671-5p mimic 41 .miR-671-5p
mimic + pcDNA-NC £ 1 miR-671-5p mimic + pcD-
NA-PDLI £ . #5 X 8B KB AGS F HGC27 41
ey 6 fLAR, TR 40 MLl & Ik B 70% Ao v, R H]
Lipofectamine 3000 iz 7 #f 47 %% 4t 4b 1, mimic NC
ZH A ffl %% 4 mimic NC; miR-671-5p mimic 20 41 ifl %%
% miR-671-5p mimic; miR-671-5p mimic + pcDNA-
NC 2H 40 fn 3L %% 4t miR-671-5p mimic A1 pcDNA-NC;
miR-671-5p mimic + pcDNA-PDL1 21 41 Jiil #% J¢ miR-
671-5p mimic il peDNA-PDLI ; #% 4 J5 5% 72 48 h, Ik
A 20 R RT-qPCR 3 B0 i 5 e sl %

1.2.2 WA EFBHEEEZALSL  RHA Tar-
getScanHuman B} 78 28 7L 43 #77 circ _0014130 5
miR-671-5p, } miR-671-5p 5 PDLI i ¥ 78 45 & fii
Mo R RS 2l 41 7 ik DA A 0 B 47 52 6 38 ik,
oyl By 2R R (WT) 220 &R B 4 5 Bk WT-cire _
0014130 5 WT-PDL1 3" UTR, K %8725 B (MUT) %€ )¢
%ﬁ@?ﬁ%}ﬁﬁ( Hanbio ) MUT-circ_0014130 5 MUT-
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PDL1 3’ UTR, 43 5] 5 miR-671-5p mimic #¥, mimic
NC 553 25 AGS FIl HGC27 40 Ml , 4K J5 % I AW FE
F T 5 DR A 0 3700 4 40 B A R 5 5 3R I

1.2.3  CCK-8 L4 | 48 1 7% 1 WA 4 4% 40 %4
AR, TR B B R 2 x 10" A4~/mL, Bt 100 pL
EedE R 96 FLAR, BE SR A DAY, B AL A 10 pL Y
CCK-8 2t , 4k 22 15 5% 2 h, >R FH Ml b A 3 A1 I K&
450 nm Ab f W O BE o A I A (E] RE E R 0,24 .48
72 h,

1.2.4 EdU 54 0 40 f 39 78 WA 45 4 X 3o
K20, R % 2 1 x 10° A~/mL, B 45 5 6 AL
Mr 85 5% 24 h, BALIMASEARFR 37 C 26 F T B
EdU i 54k 220 8 2 h, KBRIFFMEMA 1 mL
i 2 W A R E 15 min, PRV A0S BN 1 mL 38
BWAL 15 min, PERAEHLSS A 0.5 mL (1 K21 i)
FREOEIEE 30 min, Pk %40 LS in A DAPIT i 5
G, T % A M IS R FH € S Wb B 1A T L4 R 43T
1.2.5 AR &N p 8 IR R 4k
SEhEE 48 h A LN 4 °C A 1Y PBS ¥ VE %
A0, I AKG B S Y Binding Buffer 1 % 40 i % & %
3 x10° 4~/mL, Bt 100 pL 40 2 W N %= 5 mL i
2, FHIRIMA S WL #) Annexin V/FITC 110 wL
() PLIR A, 2 2 IR 2 5 6 E & 10 min, 2R X
290 4SS T 43 BT 400 L 1K

1.2.6 Transwell 52 34 1 40 i 12 22 Transwell /N
% S W Matrigel L5 I 58 8 J5 £ o B 40
Bk R IAANIE SR AN & FBS 1) B 77 5L 8 4 40 i 2%
JEE 1 x107 4~/mL, B 200 wL 40 & A b=,
TEPNA 600 pL ¥FEHE (5 10% FBS) ,48 h 5
WU /N SR T A 2 28 S 50 g €0 42 50) & 3k 12
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B AL B IO B RS R Y — Bl 3R] PCNA (1:
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1 000) #1 GAPDH(1:5 000) ,4 CH¢ R d# ., N
AP =R E 2 h, R ECL A2 &G W
0, AR5 R Tmage J #5307 8 H K BEAH
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C. circ_0014130 f2 HGC27 4 At 49 4m i Jit £= 2w B A b ik kT, (DP<0.05,
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671-5p mimics Fl WT-circ_0014130 F:%% s 41 fg vt A
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A //
WT-circ_0014130 AACCUACAAACGGCGG(_-’(l'l' L'(i('C (@":3")
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si-circ_0014130
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2] <ed <%
L) b, W 2o
S e §a :;';- i B
3 5y ¥ =1 ; ¥ =3 si-NC 41
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4 cire_0014130/miR-671-5p V=X AGS 1 HGC27 40 Aa A 1= B9 % Mg
A-B. & X @ e R A& m AGS A= HGC27 #m i A = ;C-F. AGS #= HGC27 @ o A =48 % & & KL K F 5 . a:si-NC 40 ;b:si-

cire_0014130 41 ;¢ :si-circ_0014130+inhibitor #1 ;d :si-circ_0014130+miR-671-5p inhibitor 28, P < 0.05.
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+inhibil(_)r NC 41

% &0 Sy

B 5

2.4 miR-671-5p $ @ 3 fa 83 PDLI &3k
miR-671-5p 5 PDLI1 7F 75 45 & 5, W6 &R
it 4 45 5L A I 5 mimic NC 41 4H L, miR-671-5p
mimic F1 WT-PDL1 3'UTR 3% 4L 40 g b AH X 25 5
RBGTGPEREAR (P <0.05), 5 GES-1 4 Jf1 b #%,
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0.05), 5 mimic NC 4] L%, miR-671-5p mimic £
AGS 1 HGC27 41 i vh PDL1 2R 11 4 % 32 35 /K 39
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(P<0.05), WLIE6 KI& 7,
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FIHGC27 AN 58 15 71 (EAU FH AR R 7 28 40 i %k



540 % 53 JII L E ZF B3R ( http ://noth. cbpt. cnki. net) Vol. 40,No. 3
278 2025 4F- 3 H JOURNAL OF NORTH SICHUAN MEDICAL COLLEGE Mar. 2025

it S PCNA Fl Bel-2 F AR R IA KRR (P < HGC27 41 i 34 58 36 71 EAU PHE 2R 42 78 41 M 50
0.05) , 21 e 8 T~ % F1 Bax & [ A0 X 28 ik K F 3 7+ S PCNA Fi Bel-2 25 FAH X R KK FHm (P <
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A B C
PDLI | — a— PDL] N — — — PDL] S — —— —
GAPDH (S S s GAPDH | S———— CAVDI ——— — —
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