55 45 55 5 ) W4k BB Kk ¥ ¥ R Vol.45  No.5
2024 45 A JOURNAL OF HEBEI MEDICAL UNIVERSITY May 2024 ¢ 537 -

- LR EE

-t BT Do K6 i B I B 5 2 L
fili R By B P19 3G &

®OALE O R.E B
U116 40 BT B S B 5 2 JLRE L DU T 48 621000)

[HMZE] BW BiTEEDIHEIRIE (gestational diabetes mellitus, GDM) #  Z# 6 91 17 18 B BE 5 5 A LS5 1)
FE S A LSRG PR 28 0 R I JC FR . iR SEIRIRBECIA 1 22 I 0] GDM |83 245 491 L AR BT A LI e 4 I 48
RANE O NP (n=27) TP A (n=218) , W 4E 2 4 ILLRVERE 7 11 22 16 19 1 38 B ¥ (Chaol 8 %, Shannon
5 80 Bray Curtis 5 &) B £ )L B fE[CD3T T 41 /fu. CDA™ T 41 ffu.CD8™ T 4. s sk 4 A
(immunoglobulin A,IgA) B H G(immunoglobulin G.IgG) . # % Bk & H M (immunoglobulin M, IgM) |, i
JH Pearson 4317 22 W6 391 1 38 181 BF 550 2 L S B2 DI Be i AR DG M, B T 2 IR Logistic [n1 05 77 #4387 8 A= JLER 4 1 fifi
KA R R &, 2R # TAEFRE (receiver operating characteristic, ROC) {1 £k &2 ROC F I 2 (area under
the curve, AUC) 73 #7 #5 18 b5 S0 AT A2 JLIE YL il 8 9 (B0, 25 SR I 41 5 T I e 2 73 096 iy o 0 28 o 1 000 DL
ZRAHG I E X (P<<0.05) ;YL 4 Chaol #8%k . Shannon #§ %% .CD3™ T 4l .CD4™ T 4l .CD8™ T 4 fifd . IgG
% F &G 2, Bray Curtis B 85 KT IR 20 (P <0. 05) ;44 43 W 57 1004 25 b 15 50 78 3 5 » Chaol 48 %% . Shannon #§
$ Bray Curtis JiE .CD3™ T 410.CD4™ T 4102 .CD8™ T 4il il . 1gG /35 37 4= JL B Je v Filf 2% #A) 5 Ja% ME AT 56 (P <<
0. 05) ;Chaol %, Shannon #5 % .Bray Curtis #i#5 .CD3" T 41 .CD4" T 41 .CDS " T 41l }fg . 1gG T Il 3 2 JL Jek
YePEMT %6 19 AUC KRN 0.754.,0.814.,0.771.,0.779.,0.817,0.775,0.840( P <C0. 05) , & GDM Hi & 2 it W1 W i85 1
T AT 5 W7 A L A0 B B 98 R VR B 9 I RE & 1 5 0 A LR e M I 48 2 R A O, T A T 7 AR LR e R i R 1

—FhH A%
[REIR] WEIRA AR Mg s 2L, B s e e T g doi:10.3969/.issn.1007-3205.2024.05.008
[FESHES] R714.256 [XHfrED] A [EHS] 1007-3205(2024)05-0537-06

The relationship of GDM intestinal flora with neonatal immunity and pneumonia susceptibility
ZHANG Li. ZOU Liang, AN Jing
(Department of Neonatology . Mianyang People’s Hospital » Sichuan Province, Mianyang 621000, China)

[Abstract] Objective To investigate the relationship between the intestinal flora in the
third trimester of pregnancy and the immune function of neonates in patients with gestational
diabetes mellitus ( GDM), and its impact on the susceptibility of neonates to infectious
pneumonia. Methods A total of 245 patients with GDM in the third trimester of pregnancy
admitted to our hospital were selected, and divided into infection group (n = 27) and non-
infection group (n =218) according to the incidence of neonatal infectious pneumonia. Baseline
data, maternal intestinal flora in the third trimester of pregnancy (Chaol index, Shannon index,
Bray Curtis distance), and neonatal immune function [CD3" T cells, CD4" T cells, CD8" T
cells, immunoglobulin A (IgA) ., immunoglobulin G (IgG). immunoglobulin M (IgM) ] of the

two groups were compared. Pearson analysis was used to analyze the correlation between the
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intestinal flora in the third trimester of pregnancy and the neonatal immune function, and the
multivariate Logistic regression equation was used to analyze the influencing factors related to
neonatal infectious pneumonia. The receiver operating characteristic curve (ROC) and area under
the ROC curve (AUC) were used to analyze the value of each index in predicting neonatal
infectious pneumonia. Results There was a significant difference in blood glucose levels between
the infection group and the non-infection group before delivery (P<C0.05). Chaol index,
Shannon index, CD3™ T cells, CD4% T cells, CD8" T cells, and IgG were lower in the infection
group than in the non-infection group, while Bray Curtis distance was greater than that of the
non-infection group (P<C0.05). After controlling the blood glucose level before delivery, the
Chaol index, Shannon index, Bray Curtis distance, CD3" T cells, CD4" T cells, CD8™ T cells,
and IgG were still associated with the susceptibility to neonatal infectious pneumonia (P <Z0. 05).
The AUC of Chaol index, Shannon index, Bray Curtis distance, CD3" T cells, CD4" T cells,
CD8" T cells, and IgG in predicting neonatal infectious pneumonia was 0.754, 0.814, 0.771,
0.779, 0.817, 0.775, and 0.840, respectively (P<C0.05). Conclusion

patients with GDM in the third trimester of pregnancy can affect the cellular and humoral

The intestinal flora of

immune functions of neonates, which are related to the susceptibility to neonatal infectious
pneumonia, and can be used as a new method to predict neonatal infectious pneumonia.
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Table 1 Comparison of baseline data between the two groups
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Table 2 Comparison of maternal intestinal flora and neonatal immune function in the third trimester of

pregnancy between the two groups
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Table 3 The relationship between the intestinal flora in the third trimester of pregnancy and the neonatal immune function
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Table 5 Multivariate logistic regression analysis of factors affecting the susceptibility to neonatal infectious pneumonia
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Figure 2 ROC of immune function of neonates in predicting infectious pneumonia
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Table 6 ROC analysis results
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