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Expression and clinical significance of serum long non-coding RNA H19
and CHAST in patients with atrial fibrillation
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Bengbu Medical College, Jiangsu Province , Lianyungang 222006, China)

[Abstract] Objective To investigate the expression levels and clinical significance of serum
long non-coding RNA (IncRNA) H19 and IncRNA CHAST in patients with atrial fibrillation.
Methods In total, 100 patients with atrial fibrillation (50 patients with paroxysmal atrial
fibrillation and 50 patients with non-paroxysmal atrial fibrillation) were selected as the research
group, and 50 healthy adults who underwent physical examination during the same period were

selected as the control group. General clinical data and relevant examination indicators from all
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subjects were collected, and real-time fluorescence quantitative PCR (RT-qPCR) method was
used to detect the expression levels of serum IncRNA H19 and IncRNA CHAST, and the
correlation between the expression levels of serum IncRNA H19 and IncRNA CHAST and
myocardial remodeling-related indicators in patients with atrial fibrillation was evaluated. Logistic
regression analysis was used to determine the influencing factors of atrial fibrillation, and the
predictive value of serum IncRNA HI19 and IncRNA CHAST expression levels for atrial
The serum levels of IncRNA H19 and IncRNA CHAST
expression in the research group were higher than those in the control group (1.6430.48 and
1.58+0.40 vs. 1.05%+0.33 and 1.06 £0.35, P<C0.05). The serum levels of IncRNA H19 and

fibrillation was analyzed. Results

IncRNA CHAST expression in the non-paroxysmal atrial fibrillation group were higher than
those in the paroxysmal atrial fibrillation group (P<C0.05). The expression levels of IncRNA
H19 and IncRNA CHAST were positively correlated with left atrial diameter and left ventricular
end-diastolic diameter, and negatively correlated with left ventricular ejection fraction (P <<
0. 05). The results of logistic regression analysis showed that the expression levels of IncRNA
H19 (OR=5.115, 95%CI : 1.240—21.089) and IncRNA CHAST (OR=2.522, 95%CI . 1.172—
5.426) were influencing factors for atrial fibrillation. The ROC curve showed that the AUC of
expression levels of IncRNA H19 and IncRNA CHAST alone and in combination for predicting
IncRNA H19 and
IncRNA CHAST are independent risk factors for atrial fibrillation. The two indicators have

atrial fibrillation were 0.860, 0.833, and 0.932, respectively. Conclusion

certain value in predicting the occurrence of atrial fibrillation, and the combination of the two has

e [ o

higher value in predicting the occurrence of atrial fibrillation.
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(triglyceride, TG) . & % & g 48 4 Chigh density
lipoprotein, HDL) | ik % & g & X (low density
lipoprotein, LDL) /MH IML7E IncRNA H19.lncRNA
CHAST W3R IB K. W B B =1 52,

ventricular end-diastolic

N Mix, i3] gDNA LB B . 8 25
T UK 45 2% cDNA 7] T )5 2055 5, DLl %
KA cDNA B R, HF4% BR 29O E 1l 0 &
(KM #] s FastFire Qper premix, FP207) U B 43
5T B AE R AT PO R AT L BRAR AR A Y
Jits CT A (& 3 B AE) . AR 48 2722 it &
IncRNA FX5E S RIL . SI9F) 0T 1, i
A B A BRA A A RLFARRIER S, R AR
ALEGIEY/R

15 Sib 05k R SPSS 26.0 et #0443
iR, THEBTRHLBCR ] ¢ RS, T BOR OB AR
FH X K38, AHICHE 2> R Pearson AH K737 . K
H Logistic 22 B & [l V373 870> B B 8l K i 19 AH 5C 5%
W PR £, R 32 38 & T AE il 28 (receiver operator
characteristic curve, ROC) i1 £k 43 #r IncRNA H19.
CHAST Rk Xf 0 b B sl (4 FU 4 (5. P <<0. 05 4

FREEM =1 2 MR ki e XL e T 2 ERAGIHFE L,
B 12 A~ A WA AR =1 ®1 &39FE7
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Table 1 Primer sequence

2 WEANE MW 4 mL T &AL "0 ORI HTsEE ERUERS il
IncRNA H19-F ACTCAGGAATCGGCTCTGGAA

o TR AT B A AR 55 PR R . AR A B L AL
4 000 r/min, BO0¥4 15 cm, B0 15 min, HE R

IncRNA H19-R CTGCTGTTCCGATGGTGTCTT

IncRNA CHASTF  GCAGAGGGTGCCAACTTGTA

W EEE W EME 1.5 mL RNase ep 1, IncRNA CHAST-R  TCTCAGGGAAATCAGATTGCGG

—80 CALAEL . Us-F GATGATGATAAGCAAATGCTGACTGAAC
Us-R GTTAGAGCTAATTAAGACCTTCATGTTC

1.4 IncRNA H19 Fl IncRNA CHAST £ iA /K4
W B 0.25 pl i . oR ] RNA 48 B0 & (3078
AN HL BT RN2302) . 72 1 B 5 45 R 38 B A
RNA, JH Q9000 435t 5 FE A H#E 4T 4l B2l 5 & RNA
) A260/280 K A260/A230 [ {H . HLfH7E 1.8~
2.0 MIARAHEAT B AF . SRS Hi RG0SRl R & OR
M2 A s KR116-2) 36 B 45 il 4 L R 41 DNA (19 2 BR

2 £ ES

2.1 2 M —MFTRLILER BEOTALAR Y IR L ]
15 L LA = T 6 R4, HDL R X R4, 2 7 A
GeitafE L(P<C0.05), 2 2P 5]  BMI L | H R
. TC.TG.LDL b3 2 R K41t 5 X (P>
0.05), % 2,

R 2R TR TR S 3 53 B L I R 9B T o R e S I
x2 2H-—MABEE

Table 2 Comparison of general information between two groups

g1 % P CBIEL V0> AR BMICE 45 A’L")I‘?ELIA A”})Ui ?i'?lﬂl}ﬁ
B B/8 (r£5,%) (B, 7o (%, %) (% %)

W4 100 51(51.0) 49(49.0) 66.15+9.59 25.34+0.50 27(27.0) 38(38.0) 54(54.0)
Xt A 50 24(48.0) 26(52.0) 58.80413.27 25.04+2.99 18(36.0) 10(20.0) 17(34.0)
X2/t 18 0.120 3.456 0.505 1.286 4.791 5.349
P 1H 0.729 0.010 0.615 0.257 0.029 0.021

24 51 151 %% MR RG (B%L, %) TC(x £5s,mmol/L) TG(x +5s,mmol/L) HDL(z +s,mmol/L) LDL(x +s,mmol/L)
Wrs 100 24(24.0) 4.6541.13 1.77£0.74 0.9140.28 3.0540.82

X A 4L 50 9(18.0) 4.40+0.93 1.6940.82 1.1340.28 2.86+0.89
X2/t {8 0.699 1.364 0.419 4.588 1.383

P i 0.403 0.175 0.676 <20.001 0.169

22 280 EMEER LK PR LAD &
LVEDd K& T % B4, LVEF 7K A% T %F B 41,

EREGIFE L (P<0.05), 1L 3,
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Table 3 Comparison of myocardial reconstruction-related

indicators between two groups

(r=*s)
21 31 BiI%L LVEF(%) LAD(mm) LVEDd(mm)
Wt 4 100 59.605.23  40.274+4.31  47.6345.94
X R 21 50 63.7043.86  34.3443.48  45.7443.64
¢t {8 5.438 9.067 2.407
P 1 <<0.001 <<0.001 0.017

23 24 IncRNA H19.IncRNA CHAST %
IBAKCE e AR TE H IncRNA H19.1IncRNA
CHAST Fik /K- & @& T X B4, 2 58 512
B (P<C0.05), W3R 4, F .0 P B shdl itk — 254
Wi VRO b BBl 20 AR B RO B B sl A Al B
U B B SN 1L  H IncRNA H19,IncRNA CHAST
TR E TREREC B A, 25055 E
X (P<C0.05), L5,
&4 24AHMmFEA IncRNA H19.IncRNA CHAST
FiAKFE LR

2.4 I IncRNA H19.IncRNA CHAST # ik K
550 B B8l (B O IR A SR R ARG i
F Pearson AH S 1 23 7 45 SR R W, .0 b5 B 2l (35 10
W IncRNA HI19, IncRNA CHAST £ ik KFE 5
LVEDd Ml LAD 2 IEAIE. 5 LVEF #iA/KF 27
IS (P<<0.05), ILE 6.
2.5 Logistic [EH 43470 55 Bl o)) 85 1 fa b [ &R
X H Logistic BIHM: 4387, DL B A O 5 sl
DA g, D4R %L WM, % Il . HDL, LAD,
LVEDd.LVEF,IncRNA H19.IncRNA CHAST }
FAZ &, W R W3R 7, 4R I L WO L & I R LAD,
LVEDd. Ifi.7% IncRNA H19,IncRNA CHAST #£ ik
K-y B B S 9 FE K R &, HDL, LVEF 4.0 55
B R R W 8.
% 6 IncRNA H19.IncRNA CHAST % i%
5 LAD.LVEDd.LVEF K18 1%
Table 6 Correlation between IncRNA H19,IncRNA CHAST
expression level and LAD, LVEDd, LVEF

k7K

Table 4 Comparison of IncRNA H19 and IncRNA CHAST s b7 IncRNA H19 IncRNA CHAST
EKGN
expression levels between two groups rf P f r f P fi
(F4s) LAD(mm) 0.594 <20.001 0.488 <20.001
[V A
LVEDd(mm) 0.471 <0.001 0.396 <20.001
24 ) 151 %5 IncRNA H19 IncRNA CHAST LVEF(%) —0.575 <0.001 —0.392 <0.001
5% 4 —+0.4 =+ 0.4 - e =
W 100 1.6440.48 1.5840.40 %7 Logistic BIF4# R E 2%
Xof BE 441 50 1.05+0.33 1.06+0.35 . .
Table 7 Assignment scale table for Logistic
el 7.963 7.700
Py <0.001 <0.001 regression analysis
x5 HEAMOEDZHE FHERXECFEEINE L3 it fi
INcRNA H19,IncRNA CHAST 5 3% 7k % bt 8 i LR
. % S H=0,2=1
Table 5 Comparison of IncRNA H19 and IncRNA CHAST
1 Il F=0,2=1
expression levels between the paroxysmal atrial fibrillation HDL e 2 i
group and the non-paroxysmal atrial fibrillation group LAD 5 B A5
(n=50,7 £s) LVEDd SR
e o 7
2415 IncRNA H19  IncRNA CHAST LVEF RELR
IncRNA H19 VS
W S 0 5 0 9 40 1.52+0.67 1.44+0.30 e e
T IncRNA CHAST S
AR B &0 b BBl 20 1.82+0.45 1.7140.63
t 18 43.245 38.604
P <20.001 <20.001
% 8 Logistic AL # OB EKEE
Table 8 Logistic regression to analyze risk factors for atrial fibrillation
S IEEX PR Wald X2 {8 P fi OR fi 95%CI
i 0.077 0.020 15.629 <0.001 1.080 1.040~1.123
U 0.845 0.415 4.148 0.042 2.328 1.032~5.252
o I R 0.777 0.365 4.536 0.033 2.179 1.064~4.449
HDL —3.330 0.779 18.286 <0.001 0.036 0.008~0.165
LAD 0.274 0.078 12.403 <20.001 1.315 1.126~1.531
LVEDd 0.323 0.061 27.739 <20.001 1.382 1.225~1.558
LVEF —0.109 0.053 4.178 0.041 0.897 0.808~0.996
IncRNAH19 1.632 0.723 5.099 0.024 5.115 1.240~21.089
IncRNA CHAST 0.925 0.391 5.600 0.018 2.522 1.172~5.426
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Figure 1
H19, CHAST and their combined predicting atrial fibrillation

ROC curve of serum expression levels of IncRNA
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B b, o REAETE IR AR K IneRNA H19 . IncRNA
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