B8 B 1M T E SRR E Vol.28 No.1
2026 4F 1 A Chin J Contemp Pediatr Jan. 2026

doi:

10.7499/}.issn.1008-8830.2503192

miR-100-5p X} S PEHE & 1 5 20 LY
e O T2y g i B X 2y - Bl

el B N AT

(1M T PO AR ERH AL, LA 2775005 2. N7 P ARERILA, JLABEN  277500)

(#E] B® i1/ RNA (miRNA, miR) -100-5p #1[fi] Tribbles [ #5245 1 1 (Tribbles pseudokinase 1,
TRIB1) X2k 2 e 40 A 7 S PR T3 PR s . 75k IACER 16 BB IAKS L2 (GFRREH) A 16 61 AML
BIL (AMLZH) AME I, F HL-60 414> F 23 F12H . mimic NC41. miR-100-5p mimic 41, si-NC41 . si-TRIB14H .
miR-100-5p mimic+TRIB1 i F&3k Fopr FAMEXT IR (OE-NC) 2. miR-100-5p mimic+TRIB1 i %3k Fioki (OE-TRIB1)
2o R HSERTYEERE it PCRAG I A1 & 1, A1 HL-60 i 7 miR-100-5p. TRIBI mRNA ik ; 5-Zf3k-2 it 4 IR W i
it (5-ethynyl-2'-deoxyuridine, EAU) Zeff | CCK-8 kil HL-60 20 i35 58 5 =240 L A4S T HL-60 2 L 1
Western blot 3246 HL-60 4 it A2 TRIB1 . 3% 74 21 it A% 370 J5 (proliferating cell nuclear antigen, PCNA) | p53. i paes
FET-ZAR-1 (programmed cell death protein 1, PD-1). BEFFHAETZ AR A 1 (programmed death-ligand 1, PD-L1)
AR WG R BRI S 50 UF miR-100-5p 5 TRIB1 #E M SC R . £5R  SXTHRA i, AMLAAMNA M
H miR-100-5p &k &A%, TRIBI mRNA FikTHE (P<0.05). 5254, mimic NC £ L4, miR-100-5p mimic 41
miR-100-5p #35 . AP TR . pS3HE AL ILTHE, TRIBI mRNA %3k | EdU BHYER | JEH B (optical density,

) o E X TRIB1, PCNA. PD-1, PD-LIZHEHFREMFML (P<0.05); S25H4 . si-NCZHE, si-TRIB1 4] TRIBI
mRNA 35 . EdU FHPERR . OD,, fH &% TRIB1, PCNA, PD-1, PD-L1EF#IAME, MHET R, ps3EARETT
& (P<0.05); 5 miR-100-5p mimic 41 . miR-100-5p mimic+OE-NC 41 4%, miR-100-5p mimic+OE-TRIB1 Z1 TRIB1
mRNA %35 . EdU fPE% . 0D, fH &% TRIB1, PCNA. PD-1. PD-L1E AT, iM%, pssﬁgi%i_[!%
it (P<0.05); TRIB1-WT + miR-100-5p mimic 41 # G2 BHEMEAL T TRIBI-WT + mimic NCZH (P<0.05). #it i
3K miR-100-5p 733 R 1 TRIB1 ] HL-60 Z0AEHETE , 5 FA0ME T
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Effects of miR-100-5p on proliferation and apoptosis of acute myeloid leukemia cells
and the underlying molecular mechanism

FAN Xiao-Ru, YANG Ying, SUN Yin, DU Cong-Mei. Department of Pediatrics, Tengzhou Central People's Hospital,
Tengzhou, Shandong 277500, China (Du C-M, Email: d4zx71@163.com)

Abstract: Objective To investigate whether miR-100-5p regulates the proliferation and apoptosis of acute
myeloid leukemia (AML) cells by targeting Tribbles pseudokinase 1 (TRIB1). Methods Peripheral blood was collected
from 16 healthy children (control group) and 16 children with AML (AML group). HL-60 cells were divided into seven
groups: blank, mimic negative control (mimic NC), miR-100-5p mimic, small interfering RNA negative control (si-NC),
si-TRIB1, miR-100-5p mimic + TRIB1 overexpression plasmid negative control (OE-NC), and miR-100-5p mimic +
TRIB1 overexpression plasmid (OE-TRIB1). The expression of miR-100-5p and TRIB1 mRNA in peripheral blood and
HL-60 cells was detected by quantitative real-time PCR. Cell proliferation was assessed by 5-ethynyl-2'-deoxyuridine
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(EdU) staining and the cell counting kit-8 (CCK-8) assay (OD,,). Apoptosis was analyzed by flow cytometry. Protein
levels of TRIBI1, proliferating cell nuclear antigen (PCNA), p53, programmed cell death protein 1 (PD-1), and
programmed death-ligand 1 (PD-L1) were determined by Western blot. The targeting relationship between miR-100-5p
and TRIB1 was validated by a dual-luciferase reporter assay. Results Compared with the control group, miR-100-5p
expression was decreased and TRIB1 mRNA expression was increased in the peripheral blood of the AML group
(P<0.05). Compared with the blank and mimic NC groups, the miR-100-5p mimic group showed higher miR-100-5p
expression, apoptosis rate, and p53 protein, and lower TRIBI mRNA expression, EdU-positive rate, OD,,, value, and
TRIBI, PCNA, PD-1, and PD-L1 proteins (P<0.05). Compared with the blank and si-NC groups, the si-TRIB1 group
exhibited reduced TRIBI mRNA expression, EdU-positive rate, OD,;, value, and TRIB1, PCNA, PD-1, and PD-L1
proteins, together with increased apoptosis rate and p53 protein (P<0.05). Compared with the miR-100-5p mimic and
miR-100-5p mimic + OE-NC groups, the miR-100-5p mimic + OE-TRIB1 group had elevated TRIBI mRNA
expression, EdU-positive rate, OD,;, value, and TRIB1, PCNA, PD-1, and PD-L1 proteins, and reduced apoptosis rate
and p53 protein (P<0.05). Compared with the TRIBI-WT + mimic NC group, luciferase activity was decreased in the
TRIBI-WT + miR-100-5p mimic group (P<0.05). Conclusions
and induces apoptosis of HL-60 cells by downregulating TRIB1.

Overexpression of miR-100-5p inhibits proliferation
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2MERE R H I (acute myeloid leukemia,
AML) 2 —F s vl & A= F L 0 I R S
B R B S b, FLARAE 2R 0 Th i 2R i 4 41 i
TEBRERANE M AR, S 3 TCRR B 5 LA K
Y TSz B U SR AE R A ZS G
JrIUR T E KR, B L EE T AMLIG
PRZEFE, (HFR T 24 1 i ek & J RYa 97 o 1
R, AML BILARK WA AE R AR R . ]
U, BRI AML A0 5E . P8 100 2T AL
T AML FIRYT B L E K, Bk M Rm,
fH/NRNA (microRNA, miR) -100-5p i 1= 17 il 2 11
T () PR B AL 2 mRNA R, kS 5Lt
PRAVGHE L FE P anad 23K miR-100-5p 3l 12 1 7)
WE 7L 201 490 B 1 5 2R I A A A AML 20 O BG 5
98 miR-100 7T 0] L EE 22 bk 200 B 1 1 g 20
BB IR AN IR T 7 {H T miR-100-5p 521
AML 2 it 38 58 Ko 0 T BAK 3 7 BILH i AT R
Tribbles [A] ¥ % F1 1 (Tribbles pseudokinase 1,
TRIB1) VEh—Fi B, 3852 mm i i vk
o0t S A AR A T e R A . RIRTh RS
ZRAEFT ™ WFFE B R, TRIBI o 2 0k 1ot 45 [R] Y8
HE A9 F PR 5 A2 0 AML 20 B 34 4, 4900+ 40 Pt 0
T2, H miR-100-5p 5 TRIB1 A 454 I 5 i 7L R
FEUERE ", {H miR-100-5p 520 AML 21 ifg 44 5 K 7
TERAH TRIBI 25 M ANE#E . AR5 B TEHR
miR-100-5p X AML 2 fg 3 58 Kz 3 T 1) 52 W) )2 53 ¥
HL

=2
2

1 MR57A=E
1.1 50E M & B 2 B Sk i
W BE 2022 4F 6 H—20244F 6 H AE RN Tl i A
REE B 5612 1 16 6] AML (WHO 4374 M1 7 2 5] |
M2 A6 M3EIAB], M4FI2 5] M5RI2 M1, A
ZHEATE AR ) BILRISMNE AR N AMLA,
75 BRI TE AR Be AT 1A 1Y) 16 191 fid e L 2 i A il
AR R % REZH o WSO (R A1 IR AR 28 1850 R A5 1L
HIGE T-80°CHAr. ARCHFESHERTA
R =85 T T R, O A e A B 2 B 2 At M
(fEHFALS: 2021-0015)

NIRAEF MU0 28 HL-60 1 [ _E3E5ANA:
YRR AT,
1.2 EF=Zi|{H

miR-100-5p B4 (miR-100-5p mimic; JT51
1 5'-AACCCGUAGAUCCGAACUUGUG-3") M A5 4
Yy B4 XS BE - (mimic negative control, mimic NC; I5E
51| A 5'-UUCUCCGAACGUCACGUTT-3") ., TRIBI /)
T4 RNA (small interfering RNA-TRIBI, si-TRIB1;
J7 514 5'-GACTCAGAAATAGGAACTTCA-3') K/
T 4 RNA BH 4 X B (small interfering RNA-negative
control, si-NC;  J¥31]24 5-GACTCAGTTTTACCTTCTTCA-
30) )N Ak A W R AT BR A WG A, TRIBI
1735 (over expression-TRIB1, OE-TRIB1) J&kif
HFH M X5 B (over expression-negative control, OE-
NC)  FokL iy i 4 IT i A 9 TR BR2S w5 il
H ALK 4135 PrimeSeript RT3 & (LB AT
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ERHE /A E]), SYBR Green PCR Master Mix (35 [E] 5'-AGTCATTATCTGGTTGGTA-3'; U6 iF [ 5| ¥ :

MCE A ], 5-Z -2 AR ME e (5-  5-CTCGCTTCGGCAGCACA-3', Jx [n] 5| ¥

ethynyl-2'-deoxyuridine, EAU) {5l & (LR A
Yswl), COK-8ilil& (B a REVHEARARL
F]), Annexin V-FITC 48 i g8 T4 il & (B
AR AT, RIE—PUTRIBL, H45H 40 i
¥4t (proliferating cell nuclear antigen, PCNA) |
GAPDH. p53. FEJFPEFET-2ZK-1 (programmed
cell death protein 1, PD-1) . T2 LT 32 1R -FiiAk 1
(programmed death-ligand 1, PD-L1) K% (#H
Abcam /A F]) o
1.3 ZHpas4E

HL-60 4 L 7E 5 10% FBS (1Y) RPMI-1640 55 35 5
i, F37°C. 5% COL%M FRIFR IR, diffsh
ZSH4 . mimic NCZH . miR-100-5p mimic 2l . si-NC
44 . si-TRIBI 41 . miR-100-5p mimic+OE-NC 41 .
miR-100-5p mimic+OE-TRIB1 41 . %5 {4 41 HL-60 4
M IE #5597 5 mimic NC 4 . miR-100-5p mimic 21 |
si-NC 41 . si-TRIB1 41 HL-60 41 Mg 4 % 5% Y
50 nmol/L. mimic NC., 50 nmol/L. miR-100-5p mimic .
30 nmol/L si-NC. 30 nmol/L si-TRIB1 24 h; miR-
100-5p mimic+OE-NC 20 HL-60 2 fitd %% 4% 50 nmol/L
miR-100-5p mimic 1 2 pg/mL pcDNA 24 h; miR-
100-5p mimic+OE-TRIBI 41 HL-60 40 Jifg %% %
50 nmol/L. miR-100-5p mimic #1 2 peg/mL pcDNA-
TRIB1 24 h. il it qRT-PCR ¥£ K61 4% %% Yt £ HL-60
1] - miR-100-5p X TRIB1 mRNA kK, PF4h
1.4 4d I % HL-60 4H B &1 miR-100-5p &
TRIB1 mRNA Rix#&i

K FH TRIzol 350 24 S MR AEAS 4, JinA
SFIE B0 W FEOKAH, &R NEEDLRE
RNA. 75% LGRS, # RNA R T LB K.
FfJ5 , {8 FH PrimeScript RTiF) & 17T s 5% 5%, &
% eDNA. )5, ®H SYBR Green PCR Master Mix
AT qRT-PCRY 1, I ERUEREIT (95 CHARHE:,
40 MG 95 CAEHE/60°C IR K FEM) , I i 1
fift R K E Y G Fe S v o W ad 270 YE TR miR-
100-5p (LA U6 A NZ) (1 AH XT3 15 & ) TRIBL
mRNA (LLGAPDH NINZ) WIMEXTRIAGE . 519
Foe miR-100-5p 1E 1] 5] ¥
5-GTGTTCAAGCCTAGATGCCCAA-3', JZ [ 5] %
5'-GCATCTAGGCTTGAACACGCC-3'; TRIB1 iF [i]
51¥1: 5-TTAGTTCCTTCTTCTGCTA-3', F[a5|4) .

5'-ACGCTTCACGAATTTGCGT-3'; GAPDH 1F [i] 5]
Y. 5-CATGGCCTTCCGTGTTCCTA-3', JZ 5|4 .
5-TACTTGGCAGGTTTCTCCAGG-3',
1.5 EdU 444 iEE

B4H HL-60 ZH 1L 2 x 10*4 20 /LB 25 e A
T 64LH, 550 pmol/L EAUEWILIHE 1 h)g,
A 500 pL 40 o/L Z R W, 2R [ 5E 20 min, A
0.5% Triton X-100 M7 10 min 5, JH4',6- "5 5k-2-
R | T 24 A% E AT Y4 €420 min, PBS PRI 31K
Ja ., SR FEE 20 W U X G (0 240 MY AT AR,
FEH A EdU PR, EJUBHMER (%) = (EJUFH
PR A AL x 100%.
1.6 CCK-8 il 4 fatd 58

HL-60 21 it LA 2 x 10* 4~ 41 Jif /L i) % FiE 422 b 1
96 fLM, FEFLIAFR 200 WL, T8 MIIGRE S, &
L3R s AL PR S , BEfLANA 10 L CCK-8 115
B H 2h, T 450 nm ¥ K K W OG % B (optical
density, OD) {H. OD, fHk K, FIHNIEIE5ERE
R
1.7  RAE TR

HL-60 Zi it A 6 x 10° 4~ 41 Jifd /L i % FiE 422 b T
12FLHk, K557 12~16 h, FRgufit A A K%
WV RS U, PBS YRR 2R, EEANET
100 pL. 1 x Binding Buffer, fill A 5 uL Annexin V-
FITC 1 5 pL PI (50 pg/mL) , % i REOLWHF
15 min, B/ /NA 400 WL Binding Buffer#8%4), 7.8
AT A AR, AR TR T
(%) [Annexin V*PI~ (F M) 40 M %L
+Annexin V'PI* (BRI T-/AR%0) g% ] /4
% 100%.,
1.8 Western blot #& il TRIB1.
PD-1. PD-L1 EBRIX

K RIPA 24 27 vhif 42 45 2H HL-60 24 5
M, T BCA R S B R . SRR
HAE M (30 wg) 4T 12% SDS-PAGE 73 B, % &=
PVDF . B, 4 RETE S 5% RG24 W5 1% PBS h
M 1h, %5 —H TRIBL (1:3000). PCNA
(1:2000), p53 (1:4000), PD-1 (1:3000),
PD-L1 (1:2000), GAPDH (1 :5000) T 4°CH#
HiEw. WHZ % (1:5000) WEHE1h5. H
ECLiRFH & 852 . K H Image J 3450 #1485 11 45747
JKPEAE o B AE X 3R 8 &= H br 8 1K B A/

PCNA. p53.
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GAPDH JKE1H . It # , miR-100-5p mimic+OE-TRIB1 21 TRIBI

1.9 XCEELEEIREGERESE

i1 miRNA S # il T H starbase (3 (https:
//starbase. sysu. edu. cn) % 5E miR-100-5p £ TRIB1
3'UTR X 45 A 005, 3T TRIBL#F £ (TRIBI-
WT) J¥% 1 TRIB1 224 %4 (TRIB1-MUT) J¥41,
Vil % pGL3-Basic # ARG R BEIL N T, @
it 1) 6 5 A A B o A A T 1 R Y 3
it 35 R 48R3 45 50 nmol/L miR-100-5p mimic
(TRIB1-WT+miR-100-5p mimic Z1 . TRIB1-MUT+
miR-100-5p mimic 21 ) 3¢ 50 nmol/L. mimic NC
(TRIB1-WT+mimic NC #1 . TRIBI-MUT+mimic NC
) ALY E HL-60 401, $54%24 hJ5 7 KRG 5%
R mFLIA 100 L 1 x Passive Lysis Buffer, =i
46715 min, B 20 wL 240, R L R Wi
R OR e E AT R . 5B A 100 pL
Luciferase Assay Reagent II K il Jk H%5 ' 22 Bg %
PEIFIC B E . FHINA 100 pL Stop & Glo® Reagent
VR IR I B R R WA M. R TR R
G ER W O ER B G LR
1.10 Sit=4aHh

¥ ] GraphPad Prism 8 {4 %) B i A 148 11
IMT o FFA IES A T PR DL R « ArifE 22
(x £5) Frno WALRE BRI /5 £
A [A) Lok S R 3R Oy 2243 A, AL IR) P G LA R
FHSNK-q ¥ 56 . P<0.05 254 G0 .
2 #R
21 fEEJLE. AML 2JL miR-100-5p X TRIB1
mRNA &£ b7

5% B &R, AML 2H L AR A i miR-
100-5p FIRFEAL (405124 0.23 £0.04. 1.00 = 0.00;
=77.000, P<0.001), TRIB1 mRNA EikFti (4%
WK 1.75+0.19, 1.00+0.00; =15.789, P<0.001),
2.2 i miR-100-5p =i 2k TRIB1 Xf HL-60 £H i@
miR-100-5p & TRIB1 mRNA K i% 220

525 {4 . mimic NC 4 %, miR-100-5p
mimic 2] miR-100-5p ik F+ &, TRIBI mRNA ik
FEAR (P<0.05); H4 A4 . si-NCALL#, si-
TRIB1 Z1 TRIBI mRNA %5 FE % (P<0.05); 5
miR-100-5p mimic 21 . miR-100-5p mimic+OE-NC 2

mRNA Fi5THE (P<0.05), W1,

*£1 HLAHAHL-6048miR-100-5p &% TRIB1 mRNA
FIELE (v +s, n=6)
il miR-100-5p  TRIB1 mRNA
2 1.000 +0.000  1.000  0.000
mimic NC 2 1.011+0.012 0.983 +0.032
miR-100-5p mimic 41 2.881 = 0.263" 0.356 + 0.043*"
si-NC41 0.994+0.021 1.011+0.033
si-TRIB141 1.023£0.031 0.284 0.030"
miR-100-5p mimic+OE-NC4] ~ 2.938+0.343 0.382 + 0.051
miR-100-5p mimic+OE-TRIB1 £ 2.954 +0.269 0.796 + 0.094"
FiH 169.300 286.600
Pf <0.001 <0.001

W am 525 A E, P<0.05; b7s5 mimic NCZ#, P
<0.05; ¢85 miR-100-5p mimic 21 [L$, P<0.05; d7nYsi-NC4HLL
¥, P<0.05; esR-15 miR-100-5p mimic+OE-NC 4] [l %, P<0.05.
[miR-100-5p] f3/INRNA-100-5p; [TRIB1] Tribbles [FJFMA A 1.

2.3 _LiAmiR-100-5p =i 2k TRIB1 X4 HL-60 A k&
HEFE [ 3 M

miR-100-5p mimic 21 EAU AYEZ . OD, (HIK T
mimic NC HF125 4 (P<0.05); si-TRIB1 41 EdU
FHEER . 0D, fHAE T si-NCZHMZS 120 (P<0.05)
5 miR-100-5p mimic 4 . miR-100-5p mimic+OE-NC
H A, miR-100-5p mimic+OE-TRIB1 £ HL-60 4
fifl EdU PHAE % . oD, fE T+ & (P<0.05) . W3
2. K1,

£2 &KAHL-604001 EdJU AR OD,, ELLER

(x+s, n=6)

28 5] EdUPBHER (%)  OD, fH
=K 35.6+2.0 1.21+0.13
mimic NC 41 36.0+1.9 1.18 £0.11
miR-100-5p mimic 21 156 0.8  0.51 £0.07*
si-NC 41 359+1.8 1.20£0.15
si-TRIB1 #H 122+0.8*  0.43+0.05™
miR-100-5p mimic+OE-NC 4] 159+0.8 0.53 £0.07
miR-100-5p mimic+OE-TRIB1 4~ 26.7 + 1.4 0.86 + 0.09*

FE 327.400 73.540

P{E <0.001 <0.001

W aR 52 HAE, P<0.05; b7s5 mimic NCAILH, P
<0.05; ¢/~ miR-100-5p mimic 20 FLE, P<0.05; d/R15si-NCZH L
., P<0.05; e78-5 miR-100-5p mimic+OE-NC 41 [L %, P<0.05,
[EdU] 5-ZHedt-2 iR mERERZ T ; [OD] Je
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2541

Blank group

mimic NC 4

mimic NC group

miR-100-5p mimic £
miR-100-5p mimic group

si-NC41
si-NC group

si-TRIB1 41
si<TRIB1 group

HL-60 ZH i 3858 1) EdU &4 ( x 200)

1

miR-100-5p mimic+OE-NC 41
miR-100-5p mimic+OE-NC group

miR-100-5p mimic+OE-TRIB1 41
miR-100-5p mimic+OE-TRIB1 group

2190 EAU BHEAIM, 35 A2 A iR% . miR-100-5p

mimic 20 EAU PPN LIS T mimic NCZH . 25 (145 si-TRIB1 4L EAU BHPEAIME LL BT si-NC4H . 25114 ;5 miR-100-5p mimic+
OE-TRIB1ZH EAU FHEZ0AY L 41458 miR-100-5p mimic 2H . miR-100-5p mimic+OE-NC 20 T} .

2.4 i miR-100-5p i Ak TRIB1 Xf HL-60 A A

BT8R0

miR-100-5p mimic 41 (30.0% = 1.6%) 4l i 4
T2 5 T mimic NC 4 (8.0% = 0.5%) Fl=5 4

(8.0% + 0.4%)

(P<0.05) ;

si-TRIB1 2

(32.3%

+1.8%) M T R & T si-NC4H (7.9% +0.5%)

M2 {4 (P<0.05) ;5 5 miR-100-5p mimic 2 |
miR-100-5p mimic+OE-NC 2] (28.8% +1.5%) [t
# , miR-100-5p mimic+OE-TRIB1 %41 (15.6%
+0.9%) ML THRFEAR (P<0.05); 7 2H 41 A
TR ZERA S ¥ 8 L (F2566.100, P
<0.001). WLKE2,

4
104 10 (04 B 10
3
10° 4 10 10° 1034
5 s
T 10" T 10 T 1% T 107
1
10" 10 10" 4 10"
0 0
10 T T T 0 0 T 1 \2 \3 T % ‘DD ToT Lii | il | T 10 T 1 T T T
10° 10’ 10 10° 10 10 10 10 10 10 10° 10 10 10° 10 10° 10 102 10° 10°
Annexin V - FITC Annexin V - FITC Annexin V - FITC Annexin V - FITC
<4 .. . -, SN
ZEHUA mimic NC £ miR-100-5p mimic 2 si-NC 4
Blank group mimic NC group miR-100-5p mimic group si-NC group
4
'04 (D4 10
’03 E ‘03 ‘[]3 E
T 10" T 102 T 102+
1 1 1
10 4 10 10 o
0
N 0 PR 4 1’ T o T T 10 e e rerey
P
10 10 10 10 10 10 |D‘ 102 VQB V04 100 10 102 \03 \04

Annexin V - FITC

Annexin V - FITC

Annexin V- FITC

si-TRIB1 41
si-TRIB1 group

miR-100-5p mimic+OE-NC £
miR-100-5p mimic+OE-NC group

El2 HL-60ZHAATRRINMAPEAREM £ FLH (Annexin V/PT) ACEFHIAT-AIML; 47 F4H (Annexin VY7
PIY) AR T SIRPEAN; 2 FAMR (Annexin VI/PTY) Sl HRERHIMEROiSFET- 400 ; 22 F 4R (Annexin V/PIT) A3
G HARRAE T IE S 400 G T3 (%) =47 N RA0M0 Y o+ A7 D2 BRA0M0 Y . si-TRIB1 ZL40ML0A T35 T si-NC
41, 2545 miR-100-5p mimic+OE-TRIB1 ZHANAEH T3 4L F miR-100-5p mimic 41, miR-100-5p mimic+OE-NC 4.

miR-100-5p mimic+OE-TRIB1 41
miR-100-5p mimic+OE-TRIB1 group
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2.5 _FiAmiR-100-5p i 2k TRIB1 3t HL-60 A Af
1 TRIB1. PCNA. p53. PD-1. PD-L1 EARiI%
A2

5254l . mimic NC 4] lL %, miR-100-5p
mimic 20 HL-60 4fi gt} TRIB1. PCNA. PD-1. PD-
L1 S A RBEAL, pS3EARBIE (P<0.05) ;
H2s {4 | si-NCAL A, si-TRIB1 41 HL-60 41 Jifl

1 TRIB1, PCNA, PD-1, PD-L1 & H £ XL,
pS3EHFIATHE (P<0.05); ‘5 miR-100-5p mimic
ZH . miR-100-5p mimic+OE-NC 2H [t # , miR-100-
5p mimic+OE-TRIB1 41 HL-60 4 Jfd " TRIBI,
PCNA. PD-1. PD-L1&H[RETHE, pS3E RS
FEIE (P<0.05), W33, K3,

#3 HAHL-604AMTRIBI. PCNA, p53. PD-1, PD-L1EBRIAKTFELLE (35, n=6)
Vil TRIBI1 PCNA p53 PD-1 PD-L1
2 HA 1.86 +0.19 121+0.15 0.43 = 0.05 1.011 +0.142 0.769 + 0.081
mimic NC 21 1.89 +0.22 1.18+0.16 0.45 + 0.06 0.993 +0.114 0.781 +0.091
miR-100-5p mimic 2 0.71 = 0.09* 0.43 +0.05" 0.96 +0.11* 0.364 + 0.045" 0.253 +0.030™"
si-NC 20 1.83+0.18 1.16 +0.17 0.44 + 0.06 1.021 +0.136 0.794 + 0.092
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