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Abstract: NAC(NAM/ATAF/CUC) transcription factors are a large family of plant-specific transcrip-

tion factors, consisting of highly conserved N-terminus and variable C-terminus. They are involved in

a variety of biological processes and can regulate various plant traits. In this paper, the research pro-

gresses of NAC transcription factors in wheat in recent years were summarized, and their biological

functions in wheat growth and environmental adaptation were systematically reviewed, mainly invol-

ving root growth, leaf senescence, grain development, and biotic and abiotic stress response. The re-

sult can enrich the regulatory network of NAC transcription factors, and provide theoretical basis for

yield and quality improvement and molecular breeding in wheat.
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