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DNA origami-based programmable nano-computing
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Abstract; In the past half-century, development of information science and technology, the develop-
ment of electronic computer integrated circuits has been hampered by hardware bottlenecks, and the
exploration of new information processing technologies has become a focus of research. DNA as a car-
rier of genetic information, its data storage capacity and parallel operation capability make DNA com-
puting a hot discipline. Together with the rapid development of DNA nanofabrication technology dur-
ing the same period, a reliable molecular platform has been equipped for DNA computing. This paper
first briefly introduces the development and achievements of DNA computing and DNA nanotechnolo-
gy, focusing on DNA origami, a highly addressable and programmable DNA nanostructure, and dis-
cusses the development of DNA computing in terms of DNA origami-based logic circuits, programma-
ble self-assembly, and computable structures.
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