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[(# ZE] HW: WE/NREZEXAREMHATEE (GE) XML Rmk & i, MWixXatks
S LA ) S A A AN [ i XA AR A R B 25 5. TR s CS7BL/6 MR T AR IR SRS 13. 5~15. 5 R Bkt 5t
G, GREEMEBIRI /NG, BEEE T B D5 58 K BUR G/ UK 2% 2 X GE X, AR AP AR E 3%
MG/ T, THFE3. 70 14 M 21 d 73 BIWCHE g AR i, PR AR 3593, 70 14 F21d 4.
KHSER 7Ot PCR (RT-qPCR) 45 &2 /N BB J2 XOFN GE KR AR KE 32 0 4 50 vh 28 ol J5 3k 2R
M2 fil 5 % R 1 95 (PSD95) KRB (Gephyrin) mRNA 35K e 5 6146 I 4% 26 /N B
KEXMGEXFEATE R ML TP EEFAMRLEHEND 1 (vVGLUTL) , PSD95. Fifl y-& 3 T
(GABA) #3i28H M (vGAT) K Gephyrin 8 (235 Ko G2 98 % 1 46 IR iR /0y BRUIR 20 210 1% )23 DX A
GERXMZITLH vGLUTI e vGAT SR IA KV, R SR 3dA e, Kk 142l dda/N R
2 X 1 GE X JFAC 5 32 4 28 58 v PSD95 M Gephyrin mRNA 35K E B B FF 8 (P<<0.01); 5K ZEIX
Hbde, Kigs 14 d4U/h R GE X JEAR 5 55 4 4 50 H Gephyrin mRNA ik KB B FEML (P<<0.01)., &%
BiF WA, BiR 14 d 4/ 2 XA GE X R AR RS 37 #2870 v 2% 1 28 ik B2 300 i PR 52 ik B 00 28 R &
MOCHE (IR P s b 247y P 28 fil M DG 2R (1 B M 3R 7 S 2 X 2 e vh s o B &, LS i 43 7
vGLUT1 FIZE il 5 43 F PSDI5 1E K J2 DX b 28 70 14 Jft A B 5 368 38 407 45 52 B AL 3 10 B9 R AE 5 00 1 1 5
A2 1 vGAT 8 H M filJ5 2 T Gephyrin 2 78 GE X 41 28 J0 M A4 K 28 36 rp o 52 30 3 8 7 (R AE, HL
Z8 AT 40 T BAR N A ZE U5 2 TR I BHMEFGR I . 5 R X A, 5597 14 d 41/ R GE X JFEAR KR
FEM L ICH vGLUTL A PSD95 8 [ & ik K FH R BEAL (P<<0.01), vGAT Hil Gephyrin & 1R 5K
B TR (P<<0.01). 8537 21 d 40/ U J2 X R GE X JEAR 15 97 #il 48 0 58 fl KOG 28 11 PH M 2 38 38
LA Ml R 1 O 1 — 2B BRSO GE X AR RS 37 i 48 50 19 i A K 28 B R A 34 B
BT S Ml S N R GRS B R B RAF, H AT 4> B N Y 5 fil 5 4 AR
IR 5 ZEX I, 8557 21 d4/h B GE XA FR &0 vGLUT1 M PSDI5 25 1
FIBAKCFH W R EEAIL (P<<0.01), vGAT Fl Gephyrin 2 R A KCEF AW B 5 (P<0.01). 5EZEKX
g, MIG/NEIA 2 GE X2 oo vGLUTL 2 1 Rk ACE U L (P<<0.01), vGATHEFRIA
KB TR (P<<0.05). &8 KJZX M GE XM iR itk & HA W B 2ER0, KZX %
PR Ml & B R, GE XI5 fil & 5 B o 28 Ml 1) 1o X5 S5 1k & B 7S AS ) 200 L 24 700 ) o 2 9
BN NG A= 3
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Comparison of development process of neuronal synapse
between cerebral cortex and basal ganglia eminence
regions in C57BL/6 mice
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(1. Department of Histology and Embryology, School of Medical Sciences, Yan’an University,
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Air Force Medical University, Xi’an 710032, China)

ABSTRACT Obijective: To observe the development process of the neuronal synapse in cerebral cortex
and basal ganglionic eminence (GE) regions of the mice, and to clarify the differences in the development
of excitatory and inhibitory synapses in different brain regions in wivo and in wvitro. Methods: The
female C57BL/6 mice were euthanized by cervical dislocation from the 13. 5th day to the 15. 5th day during
the pregnancy, and the embryos were collected under the sterile conditions. The cortex and GE regions of
brain tissue of the embryonic mice were gradually isolated under microscope. The primary neurons from
the embryonic mice were cultured in vitro, and the cell samples were collected on the 3rd, 7th, 14th, and
21th days, respectively, and regarded as culture 3d, 7d, 14 d, and 21 d groups. The expression levels of
postsynaptic density 95 (PSD95) and Gephyrin mRNA in the primary neurons from the cortex and GE
regions of the mice in various groups were detected by real-time fluorescence quantitative PCR (RT-qPCR)
method. Immunofluorescence method was used to detect the expression levels of vesicular glutamate
transporter 1 (vGLUT1), PSD95, vesicular GABA transporter (vGAT), and Gephyrin proteins in the
neurons from the cortex and GE regions of the mice in various groups. Immunofluorescence method
was also used to detect the expression levels of vVGLUT1 and vGAT proteins in the neurons from the
cortical and GE regions in brain tissue of the embryonic mice. Results: Compared with culture 3 d group,
the expression levels of PSD95 and Gephyrin mRNA in cortex and GE regions of the mice in culture 14 d
and 21 d groups were significantly increased (P<C0.01). Compared with cortex area, the expression level
of Gephyrin mRNA in the neurons from GE region of the mice in culture 14 d group was significantly
decreased (P<C0.01). The microscope observation results showed that the excitatory and inhibitory
synapses in the neurons from cortex and GE regions of the mice in culture 14 d group showed preliminary
development, with positive expression of relevant proteins; among them, the excitatory synaptic proteins
showed more distinct positive expression in the cortex neurons, and the presynaptic vGLUT1 and
postsynaptic PSD95 molecules exhibited co-localization in the cell bodies and protrusions of the cortical
neurons; the inhibitory presynaptic vGAT protein and postsynaptic Gephyrin protein in the neurons from
GE region also exhibited co-localization in the cell bodies and protrusions, and there were more distinct
expressions of the presynaptic molecule proteins than postsynaptic molecule proteins. Compared with cortex
region, the levels of vVGLUT1 and PSD95 proteins in the neurons from GE region of the mice in culture
14 d group were significantly decreased (P<C0.01), while the levels of vGAT and gephyrin proteins were
significantly increased (P<C0.01). In culture 21 d group, the positive expressions of synaptic protein in the
neurons from cortex and GE regions were increased, and the excitatory and inhibitory synapses further
matured and enhanced. In the neurons from cortex and GE regions, rich patterns of corresponding pre- and
postsynaptic expression were formed in the cell bodies and protrusions, and synapse structures showed

gradual, positive development, with more apparent expression of presynaptic molecules compared wih
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postsynaptic proteins. Compared with cortex region, the levels of vGLUT1 and PSD95 proteins in the
neurons from GE region of the mice in culture 21 d group were significantly decreased (P<Z0.01), and the
levels of vGAT and Gephyrin proteins were significantly increased (P<C0.01). Compared with cortex
region, the expression level of vGLUT1 protein in the neurons from GE region in brain tissue of the
embryonic mice was significantly decreased (P<C0.01), while the expression level of vVGAT protein was
significantly increased (P<C0.05). Conclusion: There are distinct differences in synaptic development
between the neurons from cortex and GE regions, the excitatory synapses develope earlier in the
cortical region and the inhibitory synapses develope earlier in the GE region. The region-specific
development of synapses suggests that different types of neural diseases with different cell types might
originate from different developmental processes.
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SRR RGN FEAR LR, Motz (8] L ph
28705 R A M 22 181 B 58 fih 3 4 2 1% 188 WL AL A
SAS R . I, RARL B R AR H RO
HUR . S fih 45 HE) £ 45 A Ak S R R M 5 e, 3
S A% A AR S Y 5 Sl I AR A A M O S
2T MR SRR S R, 5 R 5 Ml S i R
EREFFRIEE A, BN WS U5 il )5 3% %
A Dy P 5 i T A T A9 AR 25 ) A 4 % a1 5 i i
P e THEWSAMR%zH A 1 (vesicular
glutamate transporter 1, vGLUT1) F12% 4y 1 %8 fih
o R S oy i S % R H 95 (postsynaptic
density 95, PSD95), W 435l X} 22 fih fij B% 43 F01 2 fik
Ji A R AT Gl £ UL L 2 ke e R
R T R AT RS BB R, H b B R
ELH T G A0 WL EE 10 B 75 0 A 935 00 0 1 5 foh AR 5
P4y F 4 y-2 £ T R (y-aminobutyric acid,
GABA) ¥iz# M (vesicular GABA transporter,
vGAT) FMHl R s fmttEn FHEEA
(Gephyrin), A JHE 5P 43 1 0 50l 41 A% R o 19 28 ik
SEky, LY BUE 2 0 M IR 0L Mg T i Ak
HMEAR 5 IR S — Bl B 2R IR R T AR
AR &gz N T Rl Rk B RS i kR0
g5, AT HIT 25 AR TR Sl BT AL o 22 50 A
975 B 0 BIF 9% B 6 o0 v 2E B ) R Y O A Y
A T i DR P8 10 #p 28 o HoAR S R B i RN TA) L 5 fi
K BWALTE 26 5 o XA I X ph 22 o0 iy & B AN
5% fih A B AT LS W R 5 2 R A6k PR 0 A B
PR R v A BB O 4R AR S R Al AR R
JE AR 2 IT B IR R 2 R R XM & T, X R
fl 22 45 e (ganglionic eminence, GE) X %0
WP M R FIE WU R D AR5 K

JZXCRIGE X A 22 0 % fih % 7 ad Fe AT U, #R T
PRI 8 % /N BUAS [ il DR R 28 T 1) 5 fil 25 40 R B
00, P AN [ 4 o 2 fik 45 4 v fie A L € A0 i
I H] L S 58 fih % 8 BIF 58 R0 B2 SRR Y 4R AL 255

1 HE57%®

1.1 £BFHH . E2Z2RXMNPLE 10 L C57BL/6
INBORIR T2 B R LR s WL, SLshy)
APEVFRIES . SCXK (BE) 2019-001, /INE T SPF
RNV TR, BN N 24 °C, MR EE 2
F50%, MR 12h /12 h BEIEHA . PR&ook
il 35 75 (neurobasal medium, NB). 0.25% J§
it AL W (Typsin-EDTA) . 4 i - fif £ 22 vp
(Hanks’ balanced salt solution, HBSS) . B27 @
R -6 R RIRA W (100 U-mL~" 3 % R Al
0.1g L' 45 %) (EHE GibcoNF]), L-4F & Bk
(ZEE Amresco A dl), R (UM U ZEH 4
THRAA), ZRBEAR (£ Sigmasdl), #iT
PSDI5 HLR FIHT vGAT Hi ik (K [E Abcam 22 ),
Pt Gephyrindifk (3£ [ Synaptic Systems A dl), it
vGLUT1#tfk (3 SYSY A ), Alexa Fluor”
488 it R /N Z 7 —Pi . Alexa Fluor® 488 bx
iDL L ke i . Alexa Fluor® 594 Fric Bt
Y 2 55 [ — Hi Ml Alexa Fluor® 594 ¥5 2 #1 K Bl £
v —Hr (2 E Jackson Immunoresearch 2 & ),
4, 6o OBk o-2- RO (4,
phenylindole, DAPI) (f#[& Sigma /A wl), il
W (b REFEERARAF), Triton X-100 (I
4 Roche 28 @ ), NovoStart®SYBR High-sensitivity
qPCR SuperMix (FEEH R AEYHLARARA A,
PrimeScripttm RT Master Mix (Jt 5 E H EA Y

6-diamidino-2-
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ARABRZA A ), TRIzol (dt 5 TIANGEN 28l ) .
CO, ¥ 548 (ZE Thermo Scientific/A &), BEFFRL
(Bt TECANARD), #BE TS (FhIMN G4 7
YH oy A ), S 9O E & PCR o (real-time
fluorecence quantitative PCR, RT-qPCR) ¥ (#l
5. C1000 Touch, Z[E Bio-Rad 24 ]), #OGILE
M (S, FV3000, HZA OlympusZl).
1.2 AZARREHFAHME C57BL/6 M T4
WR5E 13.5~15.5 RIWr HALBE 5, 28 TG B 45 1E U
G/NEL, B TS RATHIA 1 X HBSS g 3R, T
WA N & 2P o 2 DLAR B I /N B2 )2 X GE IX
MGZH Y, IF AP FREMAE . 0.25% Typsin-EDTA
THALRG ALY, &l B R, R EHUE R 2
B TR0 6 LA 24 FLAN M B SR M, SR
20 B27. 140 F-HERHRIBEWAMO0. 5 mmol- L' L-4
SAME R NB B R IR 5 9% . W& on i il F 37 °C .
5% CO 4T . MHETEERK 1K, T
Fig 3. 7. 14H121 d 43 W 4 AR Y, O R
ERREFR3. 7. 14f21d4.

1.3 RT-qPCR ### &4 L & B K4 GE K R
R 3&F A 2 T P PSDI5 & Gephyrin mRNA 4 & K
F OFEFHES. 7. 1420 dEUH AR R X &
GE X e F=M &5, R TRIzol ik #& B4 g
SURNA L SR 2 Yy g il AR AR RNA (% v B2 4
JE, OB (A) (260) /A (280) HAEEE T
1.8~2. OBy RNAMEA, HEAT S 5 LA i cDNA
DA B-actin A NS, Kl /NEURZ )2 X B GE IX AR B
F M4 I8 H PSDI95 Al Gephyrin mRNA 38 5 7K F .
V4 T 4 1 B AR R % B & Bio-Rad CFX96 X #%
b, WA RN AT, 1T RT-qPCR RN o J2 [ 2%
£ . 95 °C Uf A5 B A8 % 15 min; 94 ‘CAE P 20 s,
60 CiR K 30s, 75 CHEAF30s, HIF 45K, P HG4h
WG, ik g . R 23 B R
FBAKF. 1P HIILEER L,

# 1 PCREIYRFEF)
Tab.1 Primer sequences of PCR

Primer Sequence(5'—3")
PSD95 F: TGAGATCAGTCATAGCAGCTACT
R: CTTCCTCCCCTAGCAGGTCC
Gephyrin F: CAACCACGACCATCAAATCCG
R: CAACAAAGAAGGATCTTGGACA
B-actin F: GGCTGTATTCCCTCCATCG
R: CCAGTTGGTAACAATGCCATGT

1.4 aEXELEHLMNEZANZAKERAGERR
R 3 KA 2 A F vGLUTL, PSD95, vGAT %
Gephyrin & & R X K+ THFRE 14 F1 21 KA,
A A TP U N R XS GE XM & TT, 4% 2%
S E A, R 3% BSA+0.1% Triton X-100
S P AL B 15 min, A 1% BSA R H B
vGLUTI1 (1:500) 5PSD95 (1:150) MPLikiR
AW vGAT (1:1000) 5 Gephyrin (1 : 150)
MPRIR G, 4 CRUETTRETHET IR, K
H, BEEREH 22 vh# (phosphate buffer saline, PBS)
Ve A . m A HE B Alexa 488 Fric (1 : 500)
Al Alexa 594 F5ic (1 : 500) M98 i, FHREET
FE 1h, PBSEMOIRIEVRAMME3IWRIG, THRERS
DAPI (1:1000) Jei LIt Qe itz . PBS 28wl
EEVEANM 3V, A B A EE I AGE ST e K
HRBMEI A L, DOBE . —20 CEBOEIRTTE .
FBE A B T IR A BB T ULER, Ak A
1 604% HBE T RANLRAE 3B RS, R Imaris 4K
g “Filaments” WWREITFEMRKE, TR RAKE
g€ BV o 508, AR B ME A RBAKT. B
Y0, 5= B AR e 0 R S B B R K
1.5 £BRZXERMNERDIABARLER fo
GE R# 2 4 % vGLUT1 & vGAT & & %k & K F
C57BL/6 M ULE 4R 55 13. 5~15. 5 K W47 16 i v
S 106 % T bl 2 SRR, BRI RS I R TR N B o
T4% ZRPWEDR G, BUB IR/ R 20 A
4% Z B PG E 2 h, 30% REM-PBS 22 o it
Ko WiK24his, #47 OCT AL MK &Y F . XF
i 9] & 1 10% BSA40.1% Triton X-100 i b #
30 min, fA 1% BSA #i B vGLUTL (1 : 200)
FVvGAT (1:400) PiAME W, T4 Cl &
A& RH, PBSZZMWUERM R, AR RBM
Alexa 48851t (1 : 500) Fl Alexa 594453 (1 : 500)
ZE=dt, I TREEME 1h, PBSZERIEEY)
R 3G, BEME DAPL (1:1000) YLk A BoR
Y HIA% . PBS 28 MRS Ja A B B 9Ot K
FWFmR, s B, fPust. 1450 @
Fili T OGS SR AR R SR, H SO
FZ XM GE XALEF o SR A 10 4% 140 A% W 3B T
MBS, R F Image TR0 6 0 8 (1 28 06 8 B
“Image” MJEetr it B R E B OMERRME, KRH
R S Py SO
1.6 %54 R GraphPad Prism 8 4t 114K
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PEHEAT G F 0o &4/ R 2 XA GE X5 AR
e 32t 2 o0 PSD95. Gephyrin mRNA 3 ik /K -
K vGLUT1, PSD95, vGAT F1 Gephyrin & 1 # ik
KOF, R R /N BRI 2 20 K2 J2 KR GE X #2486
vGLUTI1 K& vGAT # IR LKFBHFE IES 510,
Dhaos Fm, 22 4 1) R AC 39 %0 b e R B0 R %
25T, AL REAS B 80P P L HCR Y LSD-2 K 56
PLP<<0.05 kR A G2 L.

2 £ R

2.1 #@REEREMGE R RREFRAZLT
PSD95 & Gephyrin mRNA &k KRF  HEiFE3dH
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Culture Culture Culture Culture
3d 7d 14d 21d

A

A: PSD95 mRNA ('P<C0.01 compared with culture 3 d group); B:

“P<20.01 compared with cortex region).

Pofe, B8 7d A/ R EE KR GE X R AR 85 5%
it 2 76 5 PSD95 f Gephyrin mRNA 3 ik K 22 55
TG it X (P>0.05), ¥igF 14 M 21 d 4/
B2 XM GE X AR BE 37 #l 48 oT b PSDIS K
Gephyrin mRNA £ ik K F 8] & & (P<<0.01) .
HEREX R, K53, TH21 d4/hR GE XA
B 3% 4 22 90 b PSD95 I Gephyrin mRNA # ik 7K 3
EZRM TG E X (P>0.05); Hi7% 14 d4/h
B GE X AR Ky 3% i 4 90 b PSD95 mRNA # ik 7K
V2% 5 8 g it 2 B L (P>0.05), Gephyrin
mRNA Rk A B (P<<0.01) . WL 1.

0r Il Cortex region
sk E GE region
sk
*
4 L *

*/\ *

|(mA mm I

Culture Culture Culture Culture
3d 7d 4d 21d

Expression level of Gephyrin mRNA

B

Gephyrin mRNA ( "P<C0.01 compared with culture 3 d group;

A1l S4/MREEXHGE KFEMAEEFMZITH PSDI5 K Gephyrin mRNA Rk KF

Fig. 1 Expression levels of PSD95 and Gephyrin mRNA in primary cultured neurons from cortex region and GE region

of mice in various groups

2.2 B4R EERAGE R RRIEFKRAYZ TP
vGLUT1,PSD95.vGAT % Gephyrin & & & & K
P BB TS WL, KR 14 d /N R R KR
GE X JF AR 3E 77 0 28 50 b 2% Ay M 2 fih K 31 1 1 28 fik
B kR, MCHEAZMMRE, HhXatks%
fil A G 25 1 BH M R IATE K R X P & e h TS B 5
H 2 fh1i 53 F vGLUT1 & [ %€ fil )5 7 F PSD95
B AE 2 DX 28 00 1 M IR T 2 R 9 40 4 4 B 3
SE AL IRRAE 5 S0 P 2 il T 43 vG AT B RIS fiih
Ji 77 F Gephyrin 8 FH 7F GE X #1 28 70 i {4 % 58 i v
5 B O B RRAE L2 Ml A 43 AR B A 2 ik
JEorFERAMEREITER R, WE2M3, 5Kk)Z
X (0.236+0.040 A1 0.1934+0.040) M %, k3%
14 d H /N GE X s AR F= & o0 b vGLUT1 Ml
PSD95 & 11 % ik /K F (0.19540. 047 #1 0. 143+
0.039) ¥y BH & MK (P<<0.01) . 5 k)2 X

(0.180=0. 037 F10.06540.027) H#, ¥z 14d4
/MR GE X JE AR 72 pl 22 o0 vGAT Fl Gephyrin £
M3k K F (0.251£0.043 F10.198+0.031)
BT (P<<0.01).

R 9% 21 d /N 2 X R GE IX AR 5 77 1 2
JC 5 il AH DG B 11 PH P Ak 1G in, 2% Ay 1 5 S A 410 i
PR S fil ik — 20 A TT 58 % . 2 XA GE X R AR5
TP 2 0 0 LR K 58 B TR A Y08 L F 0 S il mT S
PR FR AL, RS E L EE RAF, HE
I 53 B AH N 19 5 fil )5 53 85 (PR PR SRR T &
WK 4AMS5, 5EZEX (0.474+0.064 F1 0. 264+
0.044) M, 3% 21 d4/0 R GE X AR 3% #if
Z It vGLUT1 M PSD95 2 11 &35 KF (0. 351+
0.072 #10.23140.061) ¥ 8] @M (P<<0.01).
5 )JZIX (0.29340. 038 f10.151+£0.028) o #,
iR 21 A/ GE AR SR & e b vGAT Al
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DAPI/VGLUTI1/PSD95 Soma Neurites

Cortex region

20 pm 5 um
——— . —

GE region

Arrows: Merge of positive staining.
B2 SEESEEKMIEIR 14 dH/N R EZ KA GE R JEASE SR M ZI0H vGLUT1 K& PSD95 2 H P 335  BL
Fig. 2 Positive expressions of vGLUT1 and PSD95 proteins in primary cultured neurons from cortex and GE regions of

mice in culture 14 d group detected by immunofluorescence assay

DAPI/VGAT/Gephyrin Soma Neurites

Cortex region

20 um 5 pm 5 pm
— — —

GE region

20 um
R e

Arrows: Merge of positive staining.
B3 ASEsORR BN 14 d4/NREE XA GE RFEAEFF#HETLH vGAT K Gephyrin B H R K H AL
Fig. 3 Positive expressions of vGAT and Gephyrin proteins in primary cultured neurons from cortex and GE regions of

mice in culture 14 d group detected by immunofluorescence assay

Gephyrin 2 [ %35 7K F (0. 35540. 063 A1 0. 269+ (127.70417. 04 F1103. 68.87) ke, MR /N
0.058) HW R Am (P<<0.01). ik 40 21 GE X #f £ ¢ v vGLUT1 & 1 % 35 K F
2.3 BERHEIARAESEERFGERMZ TP (104.10£9.08) B W F#EAL (P<<0.0D), vGATEHE
vVGLUT1 # vGAT Z &8 A 2 K+ 5§ K 2 KX KK (118. 30+8. 79) B i T (P<<0. 05) . W6,
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DAPI/vGLUTI1/PSD95 Soma Neurites

Cortex region

5 pm 5 pm
— : —

GE region

20.pm
EORESTS

Arrows: Merge of positive staining.
B4 SEsORREN 21 d4/MREE XA GE XFEAEFF#EITH vGLUT1 1 PSDI5 2 H R 518 5t
Fig. 4 Positive expressions of vGLUT1 and PSD95 proteins in primary cultured neurons from cortex and GE regions of

mice in culture 21 d group detected by immunofluorescence assay

DAPI/VGAT/Gephyrin Soma Neurites

Cortex region

20 pm

GE region

20 pm
S,

Arrows: Merge of positive staining.
E5 HEFOLERN 21 dA/NREERAGE RERIEFHALTTH vGAT il Gephyrin Z& A FHME R BB
Fig. 5 Positive expressions of vVGAT and Gephyrin proteins in primary cultured neurons from cortex and GE regions of

mice in culture 21 d group detected by immunofluorescence assay
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VGAT

Cortex and GE regions

200 pm

Cortex

Cortex region

50 um

GE region

50 pm

vGLUTI Merge

200 pm 200 pm

50 pm 50 pm

50 um i * 50 am

K6 HH/MNRBARKZERMGERMAEITLFH vGLUTLI M vGATEHRKRBMR

Fig. 6 Expressions of vGLUT1 and vGAT proteins in neurons from cortex and GE regions in brain tissue of embryonic mice

I 1 28 5T RS P AN R A p 28 5T (CAn IR g g
M2ot) TEEURHEREM TR, 7R P
ORI OB e R A 38 S0 I I v T A i o E 2T
RO B F% % B R R R B R AE A5 A 3 R ) I 5 L
AR, R LAY A Ll

ARG REIR: WA RGER, A5
B XM GE XA ni & a o, 2 fil A
X4y FvGLUTL, PSD95. vGAT il Gephyrin & [
FORKFE T, HRJE XA GE XA il o %
fiuh Je 2y Mk 5 fuk K B AFAE 25 R o AE AH [R]85 5% 5[]
A, AT MR b O oy FAE R M A T R A T
GE XA 2 o0, i 1 28 fil 46 56 4 7 76 GE X #f
JCH R R TR EW & IC . #R GE X JFEAR 5 37 #f
26 0 R 2 X R AR B 3R M 4 o0 i G #EA1T GABA
eI R B WS . Bk, ZEMhAT 2 A2 filJ5
Gy F IR IR WAFTE 26 5%, 162 XM GE X #4850
(10 % o M R A M 28 Ml o, 5 Ml i AR OG 4 I ek
P 58 il J5 o3 1 0 2235 5 R B B

B2 )2 XM GE XM 28 50 2 fil 43 F 1 25 7 A ]

e T 240 X & 7 040 I 2K BOR T fr 8, A HF
AR TR IR/ 215 2 XA GE X i 28
JCTE 2 fil 43 F 635 07 10 M 58 o K O TIAFAE 22 5
MRES 2 X B 2 Mk BH X . GEX &
KM R Jif % 3 A8 T R AR A IR 25 4, LT i
TR, w2 SORAAR L AR A% R 3 i i i 45
HEMXAEETHE ™, GERKMAET (H) 41
A K GABA BB 200, 404 T3 2 X R
E3 R NN B A PN P 1 A 570 =S O 11
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