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[ Z] B WEEZAEEIFEGRKE T 4A3 (EIF4A3) -fi% 3% RNA (shRNA) 1855 54,
# 37 Neuro-2a-EIF4AA3-shRNARRGEFF R R . k. W REEREWHAGE .0 (NCBD %
i ERE R EIFAA3 B K T4, Wit I & M PCREESIY), M HEREZ EcoR | Ml Age | Y1112
W HE GVA93 #Hifk, M GV493-EIF4A3-shRNA 2 5 8 i k7, PCR i & Bk 5 B 00 5 28 2 o ¥
GV493 75 3BTk GV493-EIF4A3-shRNA 5 41 5T ki 43 5 % Yt 22 HEK293T i v, 4351 2 GV493 %t
HE A8 5% 75 M1 GVA93-EIF4A3-shRNA 12 9% 7 , % Y 48 hJi W 4218 0% 35 oE AT e 28 0F I e ks f T . 0%
Neuro-2a 4 143 A28 FH4H . GV493 X M 2H Fl GV493-EIF4A3 shRNA 4, =X AN, GV493 %}
HRZH FI GVA93-ETF4A3 shRNA 2H 73 51| 5% FAH I 12 i B S 44 Neuro-2a 4 g, 18 B2 /8 L & %0 (MOT)
1100, 10 mg- L~ M4 55 3% 0 1 A ) JEk e 48 95 15 A Neuro-2a 48, 7€' il 13 B5 W88 4% 4 Neuro-2a
A0 A RS SR A58 R Il s SEAT 288 B PCR (RT-qPCR) 5l Western blotting ¥ &5 ]
% 241 Neuro-2a i ffl i EIF4A3 mRNA K IR A K P G558 PCRIJF 45 /R GVA93-EIF4A3-
ShRNA 2 i 7 5L [N ¥ 51 5 334 810 ETIF4A3-shRNA J¥ 5] — 2, M # GV493-EIF4A3 18 45 7%
AR, P WM BT WL HEK293 T 4l il ¢ Je ks 81, A KRS R, BREaEms. GV493-
X BB 95 #5 H GV493-EIF4A3-shRNA 12 55 8 (197 B2 35 &y 2X10° TU-mL ™", GV493 Xf B4 Fl GV493-
EIF4A3 shRNA £ Neuro-2a i Jig 4 KRS R4 H R KR @90, FWAIE k25 B f2 2 40 i R0 @ a2 .
RT-qPCR ¥, 5425 (141 Ml GV493 X IE 4] L %, GV493-EIF4A3 shRNA £ Neuro-2a 4il iy EIF4A3
mRNA %3k KB BREAL (P<<0.01). Western blotting ¥, 4 ZH7E AR 4> 7 i i 49 000 4b H 91 4R Sk
%, /R Neuro-2a 4 il h EIFAA3 R B MY ; 55 HAMGVAI X AL L3, GVA493-EIF4A3
shRNA 4 Neuro-2a 4l il i EIF4A3 & F £ ik KV W] B FEAR (P<<0.01). %5 : M & GV493-
EIF4A3-shRNA 12 884k, #7 7 Neuro-2a-EIF4A3-shRNA Fa 2 ¥ Qe 41 il 22, 4 EIF4A3 7 i 14 50
ik ks A s A 1 A FH LR A R 3 4t T 2%
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ABSTRACT Objective: To construct the eukaryotic cell translation initiation factor 4A3 (EIF4A3) short
hairpin RNA (shRNA) lentiviral vector, and to establish the Neuro-2a-EIF4A3-shRNA stable transfection
cell line. Methods: The EIF4A3 gene sequence was retrieved from the National Center for Biotechnology
Information (NCBI) database; the PCR identification primers were designed and synthesized, and
connected to the lentiviral GV493 vector digested with EcoR 1 and Age I enzymes to construct the
GV493-EIF4A3-shRNA lentiviral plasmid; PCR method was used to screen the positive clones, which
were sequenced for the identification; the GV493 empty plasmid and GV493-EIF4A3-shRNA recombinant
plasmid were transfected into the HEK293T cells, regarded as GV493 control lentivirus and GV493-
EIF4A3-shRNA lentivirus, respectively. After 48 h of transfection, the lentiviruses were collected for
packaging and the viral titer was determined. The Neuro-2a cells were divided into blank group, GV493
control group, and GV493-EIF4A3 shRNA group. The Neuro-2a cells in blank group were untreated, and
the Neuro-2a cells in GV493 control group and GV493-EIF4A3 shRNA group were infected with the
respective lentiviruses at a multiplicity of infection (MOT) of 100. The infected Neuro-2a cells were selected
by 10 mg+L~! puromycin, and the growth status and green fluorescence expression of the Neuro-2a cells in
various groups were observed under fluorescence microscope; real-time fluorescence quantitative PCR
(RT-qPCR) and Western blotting methods were used to detect the expression levels of EIF4A3 mRNA
and protein in the Neuro-2a cells in various groups. Results: The PCR sequencing results showed that the
gene sequence of the GV493-EIF4A3-shRNA recombinant plasmid was consistent with the designed
EIF4A3-shRNA sequence, indicating successful construction of the GV493-EIF4A3 lentiviral vector. The
fluorescence microscope observation results showed that there was strong fluorescence expression and good
growth status in the HEK293T cells, confirming successful lentiviral packaging. The viral titers for GV493
control lentivirus and GV493-EIF4A3-shRNA lentivirus both were 2> 10° TU-mL '. The growth status
of the Neuro-2a cells in GV493 control group and GV493-EIF4A3 shRNA group was good, and they
expressed green fluorescence, indicating successful construction of the stable transfection cell line. The
RT-qPCR results showed that compared with blank group and GV493 control group, the expression level
of EIF4A3 mRNA in the cells in GV493-EIF4A3 shRNA group was significantly decreased (P<C0.01).
The Western blotting results showed that the specific bands was at a relative molecular mass of 49 000,
indicating successful EIF4A3 protein expression in the Neuro-2a cells. Compared with blank group and
GV493 control group, the expression level of EIF4A3 protein in the cells in GV493-ETF4A3 shRNA
group was significantly decreased (P<C0.01). Conclusion: The GV493-EIF4A3-shRNA lentiviral vector
is succfssfully constructed, and the Neuro-2a-EIF4A3-shRNA stable transfection cell line is established ;
the results provide the reference for the study of the effect of EIF4A3 on the intracranial atherosclerosis.
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HO% 4 i B R 4 ¥ 4A (eukaryotic
translation initiation factor 4A, EIF4A) 3&HEHJE T
712 9 DEAD box RNA fift Ji Al i, Mo b3 G2
H RNA 45 & 88 J1 Al = 8% iR I¢ ¥ (adenosine
triphosphate, ATP) FjiE 2 5 RNA Qi 2 4>
JriE . EIF4A 8 1 EEA 34N KR, EIF4AT A
EIF4A2 3 5 A1 A HE sh ¥ 40 Mg b ik, T

ETF4A3 W] = 2@ T Ml A% . R4 3R
FHAL, (HAE mRNA B9 A= i Ji 30 b B R W) A9 1
LR IR RN Z2 B 1) Ty B 5 Bl R AR 00 AR5 A R
K ST Y, EIF4A1 R EIF4A2 ¥ % 5 81 % 0958 1R
W FE, EIF4A3E FI7E RNAR I hie 8 /EH],
i mRNA 7 . 5 H & mRNA B 322 #1369 18
Bt 2 EIF4A3 5 EIF4A1 F1 EIF4A2 H A A [ (1
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ATPB§EYE, HEIF4A3 [ B Joff EREE 1, WA
Z5MER R oh Y. EIFAA3TE Z b AN Mg
Ik, 5T R . EIF4AA3 I BRI — 0 2 I
WAL RN T2 REE 1 (circ adenosine
diphosphate ribosylation factor guanylate kinase 1,
ASAPL) ik, i i 40 B Ah 9E R A O
(extracellular regulated protein kinases, ERK) {55
i AR R BT RE AN M R Y A RE o AE T A M R
ETFAA3 GURRAN G 40 M 39 58« XL A% A0 b e -1 S e Ak
(epithelial-mesenchymal transition, EMT) " .
g2 WR TR PO SUm AN b, EIF4A345 A
I Ty SRR FE R 2 (cancer susceptibility candidate 2,
CASC2) MRt RA A T B KRR,
EIF4A3 MR man i . 725 svh, AR
JRRNA (human _circ RNA, hsa _circ) 0101119 n] {¢
dEANE R I . TR RS, JFil i S EIFAAS M E
A PR A0 S0 00 A R T, DA S A A R
AFEFE H 6 (transcription elongation factor A like 6,
TCEALG6) ik """ fEL MBI, EIF4A3
Y5 FIR B bk 402 2 (B-cell lymphoma-2,
Bel-2) /MR 9% # E1B 19 kDa 45 &4 % M 3 (Bel-2/
adenovirus E1B 19 kDa interacting protein 3,
BNIP3), il i 3k 4 5 580 RNA - (micro RNA,
miR) -27a-3p/BNIP3 i #% hi il 1% 420175 5 09 0 JUL 40 g
Wids " B ™ SR . hsa_cire_ 0030042 i 1 1
il EIF4AA3 5 H 4 N H W& W 24 11 1 (recombinant
human autophagy-related protein, Beclin 1) 1 A X
3L AE & A O1 (human forkhead Box protein O1,
FOXO1) #it, M/ REBESR AT M. wFsy
HESE: ETF4A3 M ERIR RNA (cire RNA, cire) _
0086296 il 1 miR-576-3p/ T # K i 5 & 11 5 DU fik
& 1 (interferon induced protein with tetratricopeptide
repeats 1, IFIT1) /M55 % 5 5% %G H 1 1
(signal transduction and activator of transcription 1,
STATL) J Bt [l 19 58 A JBF 5 Bk N ¢ 40
(human umbilical vein endothelial cells, hUVECs)
£ 20 Jok 585 R B A g A2 R Y . EL AT ETF4A 3 7E /il A
3y Ik s A B A v g U T BIL AR o8 AN B o AS F S AL 2
EIF4A3-J &3¢ RNA (short hairpin RNA, shRNA)
18 55 8 4 1k . 4 57 Neuro-2a-EIF4A3-shRNA & i
YR, AR EIFAA3 72 /i 1 2 bk 3 e A 4k
T I PL 4R 2%

1 MBEFE

1.1 . ZXMNAMNE /SR B0 R
(Neuro-2a) Wy FI #9005 i 28 A dn BHECA IR A A,
AR 4if (HEK293T) W [ o [E Rk 2 Bt i 20
J BT o P T MR R GVA493 (hU6-MCS-CBh-
gcGFP-IRES-puromycin) | % Bl iz i Helperl. O Fll
%l B BURE Helper2. 0 2 i 1 ifg 5 BI04 (R ) 42 43
KW A1 B & #k DHSa ) A 46 57 Solarbio 28w, BR il
Y% R N Y)E EcoR 1 Rl Age 1 W A 2% 5 NEB 22
A, TaqR &8 A L5 SinoBio A Al, —A k7
Beil o &0 [ 36 E Vazyme A R, B 50 &0
H Jt 5t TaKaRa Bio 2 ®] , Lipofectamine 2000 #l
TRIzol 4 H 2 E Invitrogen 2A &) , 52 B %€ )t % &
PCR (real-time fluorescence quantitative PCR, RT-
qPCR) He R R W W A L 5T GenStar A 7, BCA
R E &8 & W [ 92 E Thermo Scientific 23 A,
DMEM. MEM #l Opti-MEN } 3% %&£ g [ 2
Gibco 2 w), MDA & . 50 X T AE Fl 5 Az il $2
WU & st TIANGEN 2 Rl 24, B A . 3
JIEWE By . BRSO A S AL SN B SE R Vetee 28
A, B EIFAA3HUIA FHT GAPDH Hit i 1 [ 3% [
Abcam 2\ F] o B O A O R B 2¢O B
H H 4 Olympus 22 H), 286 % & PCR AU H Fi +
Roche 23w, HL KA FH 26 [ Bio-Rad A, fb2%
R OGRE A A [ 35 [E Azure Biosystems 23 A .

1.2 % je 3 3  HEK293T 40 s % ML 3% 3% T
DMEM ;37 56 (& 10% i 248 Ml 100 75 -4 %
%), Neuro-2a 4l ffi 55 3% F MEM #5383 (% 10%
AR TS A 10 R R ), BT 37°CL 5K CO,
RN TR, W2~3dEmE R 1), RS
R&F H % B R T 9026 WE AT 0. 250 JB8 8 1 g b

.
1.3 slyp#stAb sk il eEEREYREARRE
H " > (National Center for Biotechnology

Information, NCBI) % #li £ & EIF4A3 (Gene
ID: 9775) J¥ 3, 454G 51 it R R ik
GVA93 B HE e B 5, &b sl . Wit IE&
EIF4A3 PCR%E 51 W, 5lWIFH . LiEsly,
5-ATGGAAATTTGATACTCTATG-3', FiE3l
Y, 5-CATAGAGTATCAAATTTCCAT-3". ¥
A EIF4AA3 RT-qPCRE1Y), SI9F5): L5
Y, 5-GACCAAAGTGGAGTTCGAGACG-3, F
519, 5-TGATAGCACGCTGCTGAATCGC-3,
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IR AETEYTE (L) KHARZ
G
1.4 EIF4A3RBESRAHERLER HHMNEH
514 PCRY 1, 15 DNA F B, PCRY" 14 i
& (50pl): ET#ESIH (10 pmol-L™") £
1pl, DNA#H 1 pl, 2.5 mmol-L™"dNTP 4 pL,
5XBuffer 10 pl., Prime STAR HS DNA
polymerase 0.5 pl., ddH,O 50 pl.. ¥ 3% 2 J¥.
98°C, 5min; 98°C, 10s; 55°C, 10s; 72°C, 90s,
30 MEH, 72 CHEAR 8 min, 4 CHAT

K EcoR 1 fit Age 1 FR #1489 VIl XF GV493
PEATHEY) . BEUMAZR (50 ul) M 10X} S il 5 pl,
GV493 DNA 2 pLL, EcoR I 1plL, Age I 1pL,
ddH,O A B AL 50 pl, AT . IR ME LG,
FE 37 CF RN 3 h a2 5o >R FH D) 1T sc 3 77 4 )
JBE 11 GV 493 ZAA ok

K — 20 B R & PCR Y71 A EIF4A3
5| ¥y % 2 2 # gcGFP/Puromycin #Y 18 %5 7 GV493
ik, EAFEAELE L RMAR (10pL): 5X
fifi 2% thif 2 pl, LI GV493 DNA 2.5 pL, 4ifbiy
gy Bl pl, SMIIEEIL 1 pl, BARRIL0 pL
A ddH,O; AT LS, 78 37 “CF & 30 min,
VKA1 5 min,

o
&l

B 1 EIF4A3 shRNA SRR R R E
Fig. 1 Construction map of EIF4A3 shRNA lentivirus

vector

¥ 10 pl GV493 =5 Jii kL I GV493-EIF4A3
shRNA 5 20 JFo R 20 5 A 100 pL J8& 32 2540 it DH5a
R, IRAEWS; WK R W 30 min, 42 °C#A
1.5 min, VK¥# 2 min; 37 ‘CH% K & 3% 60 min, &
500 pL LBWE o WG G MW IRIE &, ¥R AMT
T 100 mg- LT &N PUARAY) LB B 3 d b, 8 & 1 5%
M 37 CHEIRIEFR 12 hy W H, 7P B FRH T
TE% A 100 mg- L™ & R P AR Ay 3 mL LB 55 57 FL 42

PR EBGE 8405, 37 “CHE R B, W Bhas Y
MW, I AR, AR Y A R TR &
PCRFIEEVISEE . BEIKFR (20 ul): 2XTaq®
AEF10 pL, P HGEE BT (10 pmol- L) 0.4 L.,
P ETRH S (10 pmol-L7") 0.4 pl, & H
HME®R, A ddH,O £ BAKFN 20 pl., 2 2
¥ 94 CA8 4 3 min, 94 °C, 30s, 55°C. 30s,
72°C. 30s, FL22AEIR, 72 CLEfH 5 min, 4°C
A7 o INAEFE R Fr BE 57 bp BT 30 4%, ) 2
1% T 2H 1 2 A 4 GV493-EIF4A3 shRNA 1 B
PETR o X% I BH R AT ok, kAR TAEY T
() A R /AT . W T,
TR e .
1.5 EIF4ASRZBFECERBEME FHYwild,
B A KRB B 4 A HEK293T 40 g 42 Ff T 100 mm
A EEFRM A, 37°C. 5% CO,MH KT I . M40
WK 80% W, K ETF4A3 18 9k 5 5% YL 41 it .
YLK 2 73 S Mixture A F1 Mixture B, Mixture A :
10 pg GV493 75 2 Jii #7 o GV493-EIF4A3-shRNA
A R+ 5 pg Bl Bk Helper 1. 08 45 pg Bl
Jik Helper 2. 0% 4750 pl. Opti-MEM; Mixture B:
15 pL Lipofactamine 2000+750 pL Opti-MEM,
Mixture A Fl Mixture BI& &2 & HIRS), IR EOGIL
B S5min, JF2MARMEIRY), FiRMEF 20 min,
4 Mixture A Fl Mixture B (I 18 & % Jn A 3 mL
Opti-MEM % 100 mm 5 32 L vh, B HIES
TE37 CH MG FRAa P i 92 4 he et 4l e
1 100 mm 55 5% ML A A9 35 5% W 4 o 1 5 AR K R B
FW, BiFE48h, TEFOCRMB T, 4 ML Yt
900 B, WCAERREFRIL EIE W, R 0.45 pm
DR U8, AR R BB VW, BERRER
2% W (phosphate buffered saline, PBS) ¥ f# it
UE o GVA93 75 48 ik e g Jm Wi 5 1 12 R R
GV493 %} R85 &, GV493-EIF4A3 shRNA & 4
JT AL g 5 W R 1Y 18 e B GV493-EIF4A3
ShRNA M2 8, K CHE (005 B 1 TR0 1730 B 0 o
R E M E A 1d, ¥ HEK293T 40 fudf A
96 FL 4N M B Fe b, BEAL AX 1O . 43 HIAE 34
EP 4 W R 90 pl JC I i K5 972 2L 85 95 0 5, 40
Fric M I1E+H1 pL 4 (F 10y H W W) . 1E+
O pL 4 (1E-1 pL 2005 3 % W 101546 &) F1 1E—
1pL 4l (1E+0 pL 4% 80 W 1015 M B ) o 28t
fi B W2 7 5% Y )5 HEK293T 40 il 7¢ )t % ik
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1.6 EIF4A3 shRNA 1% 7% & & % Neuro-2a %8 it &
REHFmEEZMAE B Neuro-2a 4 i sl T 12 4L
M RG IR, Frdm M IR 2] 7090 ~80 % B, Fihx
{18 2 Y &2 KL (multiplicity of infection, MOI)
Sy 100, HUAH I 9 B dE EAT 08 0 TR S0 . B
Neuro-2a 4l fil 43 b 25 (1 41 . GV493 X} B 41 Fn
GV493-EIF4A3 shRNA 4 . =25 [ 4 K fif 4b B8
GV493 %J BR 20 1 GV493-EIF4A3 shRNA 2H 43 %I 5%
FH GV 493 Xt B8 12 9% 7 Al GV493-EIF4A3 shRNA 2
95 B YL Neuro-2a 4 8, 159K 77 B YL 24 h 5
kSR FR 48 h, MAMEM R R (10 mg-L™") #AT
ik, 1dE#ik, 2R s RIEEIES mg L,
B 2 ] o FE9¢C WA B T M4 Neuro-2a 4 i, #5
UM KRS R R s e, MR /R 18 9% 5
TR 2 20 L A R ) o

1.7 RT-qPCR #% #& @ & %1 Neuro-2a %8 & +
EIF4A3 mRNA & & K-F  SRA TRIzol i 42 B 41
RNA, &5k B f5, U1 000 ng RNA i #% 5% A
W eDNA L R 2 X 3538 B Ye Bl RT-qPCR Ml iR Wi iF
T RT-qPCR &K, EIF4A3 PCRBIY. L3I
¥, 5-GACCAAAGTGGAGTTCGAGACG-3; T
519, 5-TGATAGCACGCTGCTGAATCGC-3',
RN ZR (10 pl) . BB R 5 pl, PCREIY)
(10 pmol*L™") 0.2 pl, cDNA 1 pL, HilddH,O =
10 ple § 844 95°C, 10s, 55°C. 20 s,
72°C. 15s, ILAONIEIR ., WEESME: 65°C. 60s,
95°C., 1s. BAGAPDH NS, R 2 3EiTH
&4 Neuro-2a 2 i 1 EIFAA3 mRNA £ ik k¥
1.8 Western blotting 3 # ] & 48 Neuro-2a 8 J& ¥
EIF4A3 & & £ & K-F Y5 45 41 Neuro-2a 4ii 1,
FH BCA®Z#FITEAE R, 5K 60V, 30 min,
fH 100 V. 90 min B UK o SR MR I % I, oS 2%
4 fE JE 100 V., 90 min. g B A iR OB
30 min, H TBST ¥ W YEME 3 ¥k, 48K 10 min.
MA—#%0, 4 CHEFIRHR, %2 KB —H0, VEB
3, ZHEIRBEE 60 min, ¥ER 3K, RMHk¥
RN 5 . FAHX 5> F Bt 49 000 4b 3 — 2%
S PE &, W] EIF4A3 %K 14 7E Neuro-2a 40 Jifd v
Wk . K Image J 5453 M 26 (1 2515 K JE(H,
PLB-actin h N Z, HHHEHMEAREKE, BHE
H R Ik K= H By & 3 50 K B /B-actin 85 H &
iR BEAE

1.9 %3t %45 # KH Graphpad Prism 6.0 4 i1
A AT G 22030 o £ 400 h EIF4A3 mRNA
MEARKKPHSESSA, UotsExR, £
A )RR AR 5 85 b B R B 3R 7 22900, AL IR RE AR
PIROM P LR F LSD- K 55 . DL P<<0. 05 8 22 5%
EE RIS -8

2 & B

2.1 EIF4A3 shRNA B % &FH ke MmE K lF
LI DNA JF 51 5% 1119 EIF4A3 R4 i, —
# DNA JF 5 58 &L fic, R U] EIFAA3 T 51 ) D) %
2 GVA93 FAR v, W JF 45 BB R BT i
GVA493-EIF4A3 1B R 41k . WA 2.

2.2 EIF4A3 shRNA % 5% & & % Neuro-2a % #& 3
IR ELEEBEZ W GVA93 75 T AL A
GV493-EIF4A3 shRNA 41 Jii ki 43 ) 5 i Bl o hr
LA % e HEK293T 40, 240 i i s T W2 ml Ul
HEK293T il s e R ksm s, A RKRERL, 18
SRR T . ULIE 3 A4,

GV493 Xt B 12 95 # f1 GV493-EIF4A3-shRNA

MG EE T 2 X 10°TU-mL ™', 286 B i T
MEL A L GVA93 Xt BE 2 fl GV493-EIF4A3 shRNA
2 Neuro-2a 2 il A= KRS B I H 3238 4% 5.9k,
2 WIS 5 27 IR L B2 E A0 M AR A A . DLIRT 5.
2.3 %41 Neuro-2a 28 J& % EIF4A3 mRNA % ik K
F o HaEA (1.0040.09) F GV493 X} IR 4
(0.7840.08) I #, GV493-EIF4A3 shRNA 41
Neuro-2a 4il il H EIF4A3 mRNA %35 /KF (0.49+
0.10) WIWFEML (P<<0.01).
2.4 % %8 Neuro-2a #1 . & EIF4A3 & & & & K
F  Western blotting ¥& A& I 45 2R 7R« 45 20 78 A X
SR 49 000 4b 3 H B S 457, 278 Neuro-2a
4l ETIF4AA3 HE HRIA T . 5 H4 (1.05+
0.11) M1 GV493 Xt HR41 (0.78+0.07) b #,
GV493-EIF4A3 shRNA 4] Neuro-2a Zil ffi ' EIF4A3
B FEIKKFE (0.35£0.09) B B (P<
0.01), WK 6,

3 3 i

I PN 5 ok o e 5 A S 2 B 5 ok ok R A e £ —
g3, T | T I I RO A L v R o A
IR S8 W LA P o JUAE AN TR A 14 2l K 58 AR S A
AR IE I A AT, AE G 0T A Sl ik ok R Bl Ak 4 2
2 15 1 A1 20 ok oF 0 RS A s 78 R AR AL L
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B2 GV493-EIF4A3 shRNA 1855 3 Fob. i /¥ &
Fig. 2 Sequencing map of GV493-EIF4A3 shRNA lentivirus plasmid

l‘l

fI'FTGT 'I'I'T TT'F TT

fi

PR 3 Jok 35 R B A S — o 2 A A B R R AT P
S A i BB AR v A A RN A S
FERE AR I & A R RV KON B D RE R A . R . Ak
LR AN R T A 2 A AL

WFE " W% . EIFAA3 5 8h ke #F 5 16 5 0%
0 &4 KR £B . hsa_circ_0030042 i i # [
EIF4A3 P87 55 [ W G 57 20 Ik ik £ 5 1k B B fa

SEE T BRRTZ R S R O X - B (cire-
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Fig. 3 Morphology and fluorescence expression of
HEK293T cells in GV493-control group after transfected

with lentivirus under fluorescence microscope( % 10)
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Fig. 5 Morphology and fluorescence expression of Neuro-2a cells in various groups after transfected with lentivirus
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