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Research progress in effect of intestinal flora on occurrence and
development of breast cancer and its therapeutic application

FU Xiaomin, JIA Jianling, DOU Yanhong, REN Wenyong, SHI Aiping
(Department of Breast Surgery, First Hospital , Jilin University, Changchun 130021, China)

ABSTRACT The incidence of breast cancer is increasing year by year, and its pathogenesis is highly
complex. The dysregulation of gut microbiota function is closely related to the occurrence and development
of breast cancer. The estrogen levels through enterohepatic circulation is regulated by f -glucuronidase
produced by the gut microbiota, thereby influencing the occurrence and development of hormone
receptor-positive breast cancer and leading to tamoxifen resistance. The metabolites from the gut
microbiota, such as short-chain fatty acids (SCFAs) and lithocholic acid (ILCA), can participate in
regulating the tumor cell cycles and cell proliferation. The colonization of gut microbiota maintains the
integrity of the intestinal barrier and regulates the anti-tumor immunity mediated by T lymphocytes.
Maintaining gut microbiota homeostasis can enhance the efficacy of tumor chemotherapy and immunotherapy
and reduce the adverse reactions in anti-tumor treatments. The targeted action of engineered probiotics in
immunotherapy can improve the precision of drug treatment. The effect of gut microbiota on radiotherapy is
not yet clear, but regulating gut microbiota can aid in the treatment of radiation enteritis. This review
discusses the correlation and effect of gut microbiota on breast cancer and analyzes its role in the treatment
of breast cancer.
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