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Connection between reproductive tract microbes

and the development of endometriosis

ZHANG Shugqi, JIANG Yanjiao, YIN Dan
(The Second School of Clinical Medicine, Zhejiang Chinese Medical University, Hangzhou 310053, Zhejiang, China)

Abstract . Microorganisms in the human body play a crucial role in human health. Maintaining the ecological balance of
the internal microbial flora in the human body to achieve a balanced immune system is conducive to maintaining health.
Dysbiosis of this microbial community has been linked to the onset of various diseases, including endometriosis. In cases
of endometriosis, such dysbiosis may incite chronic inflammation, thereby fostering an environment conducive to its
progression. This review specifically analyzed how dysbiosis in this region influences the pathogenesis of endometriosis,
aiming to provide references by elucidating these underlying mechanisms.
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Figure 1 Structure of the reproductive tract
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Table 1 The influence of reproductive tract microorganisms on patients with EMs
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