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Abstract: RNA epigenetic modifications play a crucial role in tumor development, with N6-methyladenosine being the primary
epigenetic modification found in all eukaryotic messenger RNAs. Recently discovered, the m6A reader family known as IGF2BPs
targets GG(m6A ) C sequences and enhances mRNA stability, thereby promoting tumor cell proliferation, invasion and migration,
and contributing to tumorigenesis and development. This paper aims to review the involvement of IGF2BPs in head and neck tumors
along with their underlying mechanisms, providing new insights for clinical molecular targeting therapy on IGF2BPs.
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Figure 1 Mechanisms of IGF2BPs in Head and neck squa-

mous cell carcinoma
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IGF2BP1/LSDI1 #lifit 7 NPC £ g i) 184 7 F1 3T 7%
AWPPH #2 5% LSD1 mRNA, ) LSD1 7 NPC ]
IR, HES NPC AU, WTAP 7F NPC &
A % L Jd, H ol o IGF2BP2 14 5% LncRNA
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carcinoma, HSCC)

HSCC & el Fa e | S o B S R S R IR
FF5 ARG B P HIORD JR 3k L 25 e A, TS i)
2211 IGF2BP2 7£ HSCC " ik, FiH IGF2BP2
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DL ARy IR iR L Sk IR 982 (papillary thyroid carcinomas,
PTC) #7,FTO i3 IGF2BP2 41 F ) m6A &1
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S UEAE T A NG IR 259 0 . & F IGF2BPs 5%
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i S 30 IR R A AL, IR X G 2 U B AR
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s 0 35 PR e 1k /K, s 56 10 F IGF2BPs L 3 1A
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WA W RE IR T F B, nT DURe S M
IGF2BPs 5 RNA 454 1701, INITi BB A3 30 Hb IR Y7 9
fiE . AR EEEAWT D | AT AR TR K 2K
AN 5 1 [ B X 032 W 3 ) SR Ok
D] b6 £ A1 ] I 5 400 P G 00 e ke e =7 3] T A
FRATAT LAAG I A0 A i b 2 75 AE AE Bt IGF2BPs H &
Pk 2T AT LK IGF2BPs 4 4 il b ik 4 b2
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25, 15 B R ATTEE G b i M R R TR T R
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