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Abstract: Objective To investigate the potential relationship between autophagy-associated long non-coding RNA (LncRNA) and
prognosis in patients with head and neck squamous cell carcinoma (HNSCC) and to explore autophagy-related prognostic LncRNA
in HNSCC and their functions. Methods Data on autophagy-related genes and HNSCC patients were downloaded from the Human
Autophagy Database (HADb) and The Cancer Genome Atlas ( TCGA). Autophagy-related prognostic LncRNAs for HNSCC were
screened using Pearson correlation analysis and Cox regression analysis. Functional enrichment analysis was conducted and a risk
model was constructed. The patients were divided into high- and low-risk groups based on the median risk score, and the survival
times of the two groups were compared. The predictive ability of the risk model for the prognosis of HNSCC was evaluated using
Receiver Operating Characteristic ( ROC) curves, and its clinical value was explored. Finally, validation was performed.
Results A total of 910 autophagy-related LncRNA for HNSCC were initially selected, and 7 autophagy-related prognostic LncRNA
were identified as independent prognostic factors for HNSCC, namely AL357033.4, AL160006.1, AC069360.1, AL132712.1,
AC245041.2, LINC00707, and AC082651.3, and a risk model was established. The survival time of the high-risk group was signifi-

Y5 B #8:2024-03-21
E&IRE . 1K A AR 54 (82301283)
BIS1EE Mk, E-mail:eyhelong@ scut.edu.cn



IR KB SR AR 241 2025 45 11 H 45 39 45 45 6 1)

- 98 - Journal of Otolaryngology and Ophthalmology of Shandong University, Vol.39, No.6, 2025

cantly lower than that of the low-risk group, with the HR of the risk model being 1.470 ( P<0.001). The AUC of the risk model in

the ROC curve was 0.736, which was superior to other clinical characteristics. The risk score was significantly associated with the
AJCC, pT, and pN stage (P<0.001, P<0.043, P<0.002, respectively). The results of GSEA indicated that the significant differ-

ence in survival time between the high-risk and low-risk groups may be due to different immune states induced by the risk model.

Conclusion The risk model predicts the prognosis of HNSCC, indicating a potential key role for this feature in the occurrence and

development of HNSCC.
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Table 1 Cox regression of autophagy associated LncRNA associated with prognosis in HNSCC patients
LncRNA HEAR ZHE
HR 95%CI P B HR 95%ClI P
AC093278.2 0.470 0.291~0.760 0.002
LINP1 1.308 1.113~1.537 0.001
AC069360.1 1.827 1.285~2.596 <0.001 0.378 1.459 1.004~2.120 0.048
MYOSLID 1.314 1.103~1.565 0.002
AP002884.1 1.671 1.231~2.269 0.001
AL357033.4 0.574 0.414~0.795 <0.001 -0.498 0.608 0.433~0.854 0.004
MIR193BHG 1.545 1.198~1.994 <0.001
PTCSC2 0.677 0.528~0.867 0.002
UBAC2-AS1 2.113 1.286~3.474 0.003
KTN1-AS1 1.948 1.339~2.834 <0.001
AL132712.1 1.524 1.169~1.987 0.002 0.3176 1.374 1.005~1.878 0.046
AL160006.1 0.477 0.311~0.732 <0.001 -0.730 0.482 0.310~0.750 0.001
AC245041.2 1.525 1.145~2.032 0.004 0.309 1.362 0.999~1.857 0.051
EP300-AS1 0.510 0.330~0.789 0.002
LINC02454 1.610 1.224~2.119 <0.001
LINCO00707 1.320 1.089~1.598 0.005 0.322 1.380 1.112~1.711 0.003
AC098487.1 1.932 1.250~2.987 0.003
LINCO01963 0.547 0.367~0.816 0.003
AC082651.3 2.005 1.324~3.035 0.001 0.487 1.627 1.057~2.503 0.027
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Table 2 Multivariate Cox regression analysis of HNSCC characteristics and risk scores

W B SE wald HR 95%CI P
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pT 434 0.294 0.195 1.512 1.342 0.916~1.966 0.131
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Figure 8 Autophagy-related LncRNA risk scores of HNSCC patients in the test group
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Table 4 GSEA analysis of autophagy-related prognostic LncRNA risk models
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Figure 10 GSEA analysis

A B cell receptor signaling pathway; B: Chemokine signaling pathway; C. Intestinal immune network for IgA produc-
tion; D Natural killer cell-mediated cytotoxicity; E: Primary immunodeficiency; F: T cell receptor signaling pathway
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