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Analysis of intestinal flora of girls with central precocious puberty
WANG Ge' ,ZHANG Xuerong'*** ,LIU Yanyun'* ,DUAN Yunyan® ,SHEN Hexiao"

[33] Kaya Y,Saka S, Tuncer D. Effect of hippotherapy on balance, reviews[ ] ]. Dev Med Child Neurol,2021,63(7) :771-784.
functional mobility, and functional independence in children [39] Salazar AP,Pagnussat AS,.Pereira GA, et al. Neuromuscular
with Down syndrome: randomized controlled trial[J]. Eur J electrical stimulation to improve gross motor function in chil-
Pediatr,2023,182(7) :3147-3155. dren with cerebral palsy:a meta-analysis[]J]. Braz J Phys T-

[347 Lima CRG,Pavao SL,de Campos AC,et al. Sit-to-stand movement her,2019,23(5) :378-386.
in children with cerebral palsy and relationships with the Interna- [40] Campos DR, Bueno TBC, Anjos JSGG.et al. Early neuromuscular
tional classification of functioning,disability and health: A system- electrical stimulation in addition to early mobilization improves
atic review[ ] ]. Res Dev Disabil,2020,107:103804. functional status and decreases hospitalization days of critically ill

[35] Aisen ML, Kerkovich D, Mast J,et al. Cerebral palsy: clinical patients[ ] ]. Crit Care Med,2022,50(7):1116-1126.
care and neurological rehabilitation[ ] ]. Lancet Neurol, 2011, [41] Yuksel E, Unver B, Karatosun V. Comparison of kinesio taping
10(9) :844-852. and cold therapy in patients with total knee arthroplasty: A ran-

[36] Tekin F,Kavlak E, Cavlak U, et al. Effectiveness of Neuro- domized controlled trial[ J]. Clin Rehabil ,2022,36(3) :359-368.
Developmental Treatment (Bobath Concept) on postural con- [42] Ries AJ.Schwartz MH. Ground reaction and solid ankle-foot
trol and balance in Cerebral Palsied children[ ] ]. ] Back Mus- orthoses are equivalent for the correction of crouch gait in
culoskelet Rehabil ,2018,31(2) :397-403. children with cerebral palsy[J]. Dev Med Child Neurol,2019,

[37] Ahmed Hassanin M, Aly MG, et al. Task-oriented training for 61(2):219-225.
upper limb functions in patients with multiple sclerosis: Sys- [43] Choo YJ,Chang MC. Effectiveness of an ankle-foot orthosis
tematic review and meta-analysis[ ] ]. Mult Scler Relat Disord, on walking in patients with stroke:a systematic review and
2023,73:104625. meta-analysis[ ] ]. Sci Rep,2021,11(1):15879.

[38] Damiano DL,Longo E. Early intervention evidence for infants

with or at risk for cerebral palsy:an overview of systematic Clscf B 31 . 2024-03-25)



e 420 -

o i RS S LRR S 2024 4F 10 45 16 %55 5 ] Chin Pediatr Integr Tradit West Med,Oct 2024, Vol 16,No. 5

"Hubei University of Traditional Chinese Medicine , Wuhan 430065 ,China; * Hubei Shizhen Laboratory ,
Wuhan 430065 ,China; > Hubei Provincial Hospital of Traditional Chinese Medicine ,A f filiated Hospital
of Hubei University of Chinese Medicine » Hubei Key Laboratory of theory and application research of
liver and kidney in traditional Chinese medicine s Wuhan 430060 , China; *Meiyitian Biopharmaceutical
(Wuhan) Co. sWuhan 430206 ,China
Corresponding author : ZHANG Xuerong » E-mail : 1251635860@ qq. com

[ Abstract] Objective To analyze the diversity,structure and functional characteristics of the intestinal
flora of girls with central precocious puberty (CPP),and to explore the differential flora and potential functions of
them with those of healthy girls of the same age. Methods We selected 20 girls who attended the pediatric
outpatient clinic of Hubei Provincial Hospital of Traditional Chinese Medicine from November to December
2023 and were diagnosed with CPP as the CPP group,and 20 healthy girls volunteers of the same age during
the same period were included as the control group. Stool samples were collected for 16S rRNA sequencing to
analyze the differences in the composition, structure and function of the intestinal flora between the two
groups. Results The difference in o-diversity of intestinal flora between the two groups was not statistically
significant (P>>0. 05). The B-diversity of intestinal flora in the CPP group showed a clear tendency to segregate.,
and the difference between the two groups was statistically significant (P<C0. 05). Genes in the CPP group
were enriched for endocrine and metabolic disorders, nucleotide metabolism,amino acid metabolism, cellular
processing ,and signal transduction. Conclusion Differences between girls with CPP and healthy girls are not
significant in terms of the number, species diversity, and distributional homogeneity of intestinal flora, but
there are significant structural differences; the functions in predicting endocrine and metabolic diseases,
nucleotide metabolism,amino acid metabolism,cellular processing,and signaling are potentially correlated with CPP.
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