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[ Abstract ]

Succinylation is a post-translational modification process that plays a crucial role in regulating protein structure

and function and is implicated in the pathogenesis of various diseases. Emerging evidence suggests that succinylation contributes to

tumor progression by modulating metabolic reprogramming and influencing the expression of target protein genes. These alterations can

significantly impact tumor development and progression. This review aims to summarize the mechanistic role of succinylation in tumori-

genesis, providing insights into its potential as a biomarker for cancer diagnosis and a target for therapeutic intervention.
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Fig.1 Lysine succinylation
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