— 144 — EPRZAEEFHE 2026453 1 B47 B2 W I J Geriatr, March 2026, Vol. 47 No. 2
© 2026 [EFREARLE G g T © 2026 Editorial Office of International Journal of Geriatrics

72 R R — 1 T 2 4 S o B B P 5 A (AR

wRR P RXRLMHB A & EaE
B TR F1IA X R EEBELR & B R X, BTt &5 ASF 830001

[ E] B KT EREEAT AT (mNGS) RIS EFENMGHFRIB IR, FiE 1k
HX 2021 4 7 H—2023 4F 12 A #isdi 58 HIG R AN REBEWE I 60 % LI b | I AR SE LU &8 E 4L (1) 289 Hil
HAEBEAME RGN G, A B SR R AUE IR I mNGS 5 E A AR, DA RIS Wi g
RAEhriE, B mNGS FMEGAE YA i Wi Ge . &R B ERESL LL 2 Fh i A 8 2 &,
fFEE 40.5% (117/289) . mNGS FYIZ Wi 52 A R B0URE 4351 R 78. 5% Fll 89. 2%, e F14% G ik A= 1y 244G Il
(Wi )E N 37. 4% , REUE N 28.8% ) . XTFIRERITIRIFEAR, mNGS IR H 3R & AL Ge b Wy2# K .
PEEINHEAC T B 2R/ E W R R Ny 73. 1% (38/52) , ASIEIREAR A998 IR A 35 Qo A ), IS A 3 000 i B
YeTF IR R AL T DL K B8 3 B e Rk A . G5 BARRSRIER YL L 2P i Wi e i 22 W, mNGS 7] DA AR #2
T S AT I RS R e R I LA I A v . SRR A T %R, kA, FESEBE mNGS S5 IR, B2 R R
M FEREFNZERT . mNGS TEZAFMlidp ikt B 35 2 Wi A A 401 i it R v FH AL

[K#EWR ]  ZFHEEA T RN, SEMRY; ey, mIRAaRm; & I3F5E

doi: 10.3969/j. issn. 1674=7593. 2026. 02. 003

Evaluation of the detection efficacy of metagenomic next-generation
sequencing for pulmonary infections in the elderly

Xu Yanbin, Maimaitiwusiman Zhuoya, Xiang Hong, Wang Hongmei " *
Second Department of Comprehensive Internal Medicine, People’s Hospital of Xinjiang Uygur Autonomous Region, Urumgqi 830001, China
** Corresponding author; Wang Hongmei, email; whmdoctor@ 163. com

[Abstract]  Objective To explore the detection effect of metagenomic next-generation sequencing ( mNGS) technology on
elderly pulmonary infections. Methods A total of 289 elderly patients aged over 60 years with clinically suspected pulmonary infec-
tions admitted to the People’s Hospital of Xinjiang Uygur Autonomous Region from July 2021 to December 2023 were selected as study
subjects. All patients underwent mNGS of bronchoscopic tracheal aspirates and conventional microbiological tests. The diagnostic per-
formance of mNGS and conventional microbiological tests was compared, using clinical diagnostic results as the gold standard. Results
Elderly pulmonary infections were predominantly polymicrobial, accounting for 40. 5% (117/289). The diagnostic accuracy and sensi-
tivity of mNGS were 78. 5% and 89. 2% respectively, surpassing those of conventional microbiological test (37.4% diagnostic accura-
cy, 28. 8% sensitivity). For the majority of pathogens, the detection rate of mNGS was higher than that of conventional microbiological
test. The polymicrobial infection rate in immunocompromised patients was 73. 1% (38/52). The pathogen spectrum was also observed
to vary among different populations. The positive predictive value was found to depend on the type of pathogen and the patient’s immune
status. Conclusion In elderly patients with pulmonary infections, polymicrobial infections are the most common. mNGS can greatly
improve the accuracy and detection rate of pathogens in elderly patients with pulmonary infections. In addition, when interpreting
mNGS results, the comorbidities and types of pathogens should be considered. mNGS has a high clinical application value in the diag-
nosis of pulmonary infections in elderly patients.
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