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THEALA R ANXA8., PGRMC1 1 miR-92a Fik/kF
RESIERFREEBIENXR

B, FOm, W M B
(REFTHE_ARERBESR, W £F  644000)

(MZE] HM WEE I 802 K 2 1 A8(annexin A8, ANXA8). 22 K Z (k4 &
1 (progesterone receptor membrane component 1, PGRMC1) DL &/ NMEMERZ 2 -92a(microRNA-92a, miR-92a) B35
ARSI RREERE R . ik IEE 2020 4F 1 A 2 2022 4F 3 A HENSE  ARERZIRT 69 #ls 5
A SR R 52 IR A2 69 ), SR e e 44Uk 2246 ANXAS I PGRMC1 BHYEZR, Western blot £l
ANXAS8 il PGRMC1 ZE %35, RT-PCR EA46 1] ANXAS I PGRMC1 mRNA LA & miR-92a FiA /K-, H4h, 4
Hr ANXA8. PGRMC1 5 miR-92a 3Rk LM ARG BT S B Hi B H I RMEREM C R . 85 BEoumd
Z1rft ANXA8 Al PGRMC1 FHI: 2 (76.81%. 72.46%) {5 T 55 158 H21(4.35% . 7.25%), miR-92a FKik& & T8
FBIEHHL(P<0.05), FIGO /il . /bR E AL R A MBS B RIS 5=, ANXAS il PGRMCI
PR LA K miR-92a FA R E (P<0.05), 45 ANXA8, PGRMCI1 Fll miR-92a 765 FUR AL T m Rk, 5
B IERME A AR L R RR I SR PR A O, R R S AR 0 B DA SR A T R AR
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Expression of ANXAS8, PGRMC1, and miR-92a in
Cervical Cancer and Their Relationship with
Clinicopathological Features

MIN Zhibo, ZHOU Ran, PU Dan, YANG Tao
(Dept. of Pathology, The 2nd People’s Hospital of Yibin, Yibin Sichuan 644000, China)

[ Abstract] Objective To investigate the expression of ANXA8, PGRMC1, and miR-92a in cervical
cancer tissues and their relationship with clinicopathological features. Methods A total of 69 cervical cancer
patients treated at the Second People’ s Hospital of Yibin City from January 2020 to March 2022 were included in
this study. Cervical cancer tissues and adjacent normal tissues from these patients were collected for analysis.
Immunohistochemistry was used to detect the positivity of ANXA8 and PGRMC1. Western blot was performed to
analyze the protein expression of ANXA8 and PGRMC1. RT-PCR was used to measure the mRNA levels of ANXA8
and PGRMC1, as well as the expression level of miR—92a.The linear correlation among ANXA8, PGRMCI1, and
miR-92a expression levels, as well as their relationships with the clinical pathological features of cervical cancer
patients, were analyzed. Results The positive rates of ANXA8 and PGRMC1 in cervical cancer tissues (76.81%,
72.46%) were significantly higher than adjacent tissues (4.35% and 7.25%), and the expression level of miR-92a
was significantly higher than adjacent tissues ( P < 0.05). With higher FIGO stage, lower differentiation degree,
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lymph node metastasis, and parametrial infiltration, the positivity rates of ANXA8 and PGRMCI as well as the

expression level of miR-92a were higher( P < 0.05). Conclusion

ANXAS8, PGRMC1, and miR-92a are highly

expressed in cervical cancer tissues, and are related to the pathological characteristics such as tumor staging,

differentiation degree, metastasis, and invasion. They can provide a reliable basis for the pathological evaluation of

cervical cancer patients.

[ Key words] Cervical cancer; Annexin A8; Progesterone receptor membrane component 1; microRNA—

92a; Clinicopathological features
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ANISARE], By 59 A TE A0 31 1 i DR 35 30
AR, W DL TE SR b AR R A R
ZHCEETEMIZI T AL T W o MRS KB,
T 8090 HY BT U S TR fieh R 3R i R A i A
T8 RIS S S B B R ST E A
PR, R B D BRI L i gg 45 e R A 3% 0T T AR
B B8 SE T AN TS A AR B

A5 KB, BEEE S FH A8(annexin A8,
ANXAS) 7EJAT ELAZ A W) Ca2 M5 5 15 5 LA S 42 4t
WL S Iy 2 05 T b R R AR Y EGE, TE
WS P R 4 20 P R B ANXAS S BE
FAk, fEHEE N e B
R . AR ZIRBEAL 53 1(progesterone receptor
membrane component 1, PGRMC1) J&1 F ML 21 &K 4%
HHEA, S5O R PASO WA | H K
3 iy LA B UL 31 e A i 4 22 Rh D R R 5 1O, B
FLRW, PGRMCI W59 Rk 5k 80" 45 H
g 2 FLI I Y SR BEUIAROC . U
R (microRNA, miRNA) &40 3958 . 4k
PAT A AR OGP U R R B, miR-
92a TE & MU 1 AN m Y b R B HH . H
ANXA8, PGRMC1 Fll miR-92a Fik /K5 sz 41
ZURBIAFER CRAIATERE . I, ARAFTORHR
it ANXA8., PGRMC1 Fl miR-92a 7£ A [l B4R
BB B b Y R K B SR I FUS ANE

1 ARSI

1.1 —fEH

VEHL 2020 4F 1 H & 20224 3 A HENH
NREBEH6 1Y 69 45 50 B st 4, 4
131 ~69%, F1#(53.06+9.36) %, i HE
0.8 ~5.5 cm, ¥ 42 (2.80 + 0.88)cm, FHorf
BRI 45 B, BRIEE 24 B, 208 2018 4E FE PR
1377 BLEK W (federation of gynecology and obstetrics,

FIGO) lIfi J& 43 8 ( tumor—node—metastasis, TNM) #5
AEDT Sy 1A 32 45 T 17 L I 20 4]
JeR 4 B o3 A 9 53 AR A A 39 1) A4k 19 4]
moAe 11 B BRREET S MR KR, B
TR AR ET S AN RERGIEZE 5
2341t i (2024-024-1),,

GIARRE: (DFFE RS SRR A8 S
2y Hem GRAT) ) U B S A DG 12 Wi b o5
(2) FI A 58 BB S AR AR, AR5 9 B BA A 12 K
R R (3) ARTTAEESZE X B 08 AT FAR
AT BUAE W e iR YT A . HEBRARIE : (D) FFIE
B RS RS G T AR BN A (2) /T
MRS R 5 (3) RATA 28 B et
. MV RGN . BB RIS
1.2 HRFE
1.2.1  ®EALALZF(immunohistochemistry, IHC)
SHT RAH THC 4 Ak ks ANXA8 FI PGRMCI1
TEHLUP BRI, JeE S 0 G 15T,
VA0 i 3L ) B 000 A 2 RN 8 55 0E R A SUbR AR LA
5pm JEEITIESY . o atE R RRE
AT, PRI E PR, B S 0 AR B
B it N ANXA8 £ i FEPTIA (3E ER&D A H] ),
fBt N PGRMCI H2 3¢ B B A4 (36 [E Abcam A 7] )
(1:200), 4 CHWEHELK, SREBHMAZDT
WEH 20 min, FfJERA 3, 3'- & IEPR A
S TEA, ZERRHEFTHRARRELZY . 2.
WK G R AR BRI 38 B, e U T L g
(ER Ve
122 $BERRKFAE ANXAS [HYEY 6 FEE
METFAME, PGRMCL Jeta pHdE Rk EE N T
21 S5 R A0 R DA A4 e e 0 5 B DA R e
YT 7 B 2 D7 R TR T (D A
SRS . Jofh . TRE . AR . BRAR A e
0~37%r; Q) BHAIESH: 0% ~5%. 6% ~25%.
26% ~50% . 51% ~75%. 76% ~ 100% 43 Hic K
0~4 5. B 2 BIPEA RS E M IR &AS5r, srEH=
2K J N BAYE), <2 ZrHlE R EATE .
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1.2.3 RT-PCR % # il miR-92a Il & ANXA8
1 PGRMC1 mRNA %&ix K] RT-PCR &K
miR-92a, ANXA8 FIFKikf, HUESmAZ Ll &
57 IR H R A, 2 BE Trizol 120577 156 BH 5 42 B
B RNA, R TagMan micro RNA Sz #% 5% 7] &
B 47 micro RNA ¥ % 3%, & ] SYBR Premix Ex
Taq 11 kit #E47 22 5 PCR B, BEE N ZAF A T
P95 °C, Smin, BPUHFEIRZE 90 C, S5 s,
MR PR 2 58 °C, Bk 20s , HWEMREE60 C,
FEfH 45 s, 40 DMEFR, FEE K 3K, miR-92a
WFRE A 5'-AGCTCTACGACTGT-CACTCG-3", [
5144 5'-GTATGCATTCTAT-CGTAG-3"; NZIE
15319~ 5'-CTCGCTTCG-GCAGCACA-3', JZIa]5]
Y} 5'-AACGCTTCACGA-ATTTGCGT-3'; ANXAS8
1E 16 51 % N 5'-GCTTAGGAACCAAGGAGGGT-3',
15 51 ¥ A 5'-AAGCTGCTCACATCATCCCT-3';
PGRMC1 IE [ 5| ¥ & 5'-AAGGGTGACAGCAAC-
AGCTC-3', Jm5|¥¥F451 R 5'-TTCTGCACACGA~
ATGAACTTG-3'; GAPDH 1E [w] 5| ¥ & 51 Ky 5'-
AGCCACATCGCTCAGACA-3', ZIZIMIFHIH 5'-
GCCCAATACGACCAAATCC-3',,

1.2.4 Western blot # i) ANXA8 #1 PGRMC1 &
HFRiE  RIPA $2 U0 S S0 20 21 LA M55 1F % 41
U ) R R 10% + s BE 6 R A SR R 0
P e FRL UK A T 9 B, Bl 5 B R R A — 9 &
W o B EE T 3% 4 s A H B, JF
5 — P (P ANXAS HL AR, 1:1000; 3t
PGRMC1 Hii&, 1:1000; %bi GAPDH Hifk, 1 :
8000, JtIXZETE)LKME, TBST Pk EZ T4

&, S50 [T 1gG H&L (HRP), 1 : 2000,
Abcam] ZRIFE 2 ho NG a8 102 K 6 E
T, Image J 34T H 9 557 K LA .
1.3 SitFEaE

K1 SPSS20.0 B it AT Bdim o3, IHECE R
KB SRR, AL B SR R R g it
115 G GORE R B o5 R F Wilcoxon B AITES:
W iEAT s THE R IE « 2 (xxs) Fow
9 FIVIRR 25 Z ) 9 22 S R EC XS REAS ¢ 4 50 23 7
Ak e X R AR FEAE B REA ¢ K 56 70 T 2 4[] 22
S, BN E I 22 2 AN EE 22 5 . Pearson £k
PR AH 6 P43 BT ANXA8. PGRMC1 Hl miR-92a 1
RAEANE, P<0.05 HEFAES %5 X,

2 H#R

2.1 ANXA8.PGRMC1 #1 miR-92a 7 5 HifE A

AMFEEEFEAANRIE

69 151]'Ey i F A 1T 24 1% (53.06 £ 9.36) %7
iR H A% 0.8 ~ 5.5 em, SFHIRE E 42 (2.80 £ 0.88)
em. HrRWRIR AN 45 B R 24 . BUR
1) 98 2H 23 K CHOG IV, A 98 55 20 20, 3 g 2 Ak
B2 0], ANXAS Fl PGRMC1 (1) BHHE ik 2 (4351
F176.81% ., 72.46%) 5 B i & F 9 55 1E W 414
(435%. 7.25%), miR-92a FiXtH£L U B E T
FEIEHHL1(P<0.05), W& 1. RT-qPCR 5%
FH, ANXA8 mRNA., PGRMC1 mRNA Fl miR-
92a 7EF SR 2 R I8 B TR 55 15 W X0 R4,
HERAS I3 L(P<0.05), WK 1A~ 1C,

% 1 ANXA8.PGRMC1 fl miR-92a EEHEA L FEZEEHLREERIE [n (%)/(X+5)]
Tab.1 Positive expression of ANXA8, PGRMC1, and miR-92a in cervical cancer and adjacent tissues [n (%)/(X+s)]

p— ) ANXAS8 PGRMC1 o
FHPE [k FHPE 93k
S5 I 69 3(4.35) 66(95.65) 5(7.25) 64(92.75) 0.90+0.37
B SRR 69 53(76.81) 16(23.19) 50(72.46) 19(27.54) 4.58+2.08
Pl / 75.13 61.22 14.63
P / <0.001" <0.001" <0.001”
P <0.05,

22 AEIGKFESHMES 5 EE b ANXA8 &
EE R
ANXAS #3515 FIGO 433 . 4R | ke
SR DL R A G, FIGO ik . ik
FREEHRAG, ANXAS PHYERM R, ZRAFI¥E

X (P<0.05); G55 FE 5532 1) ANXAS
BH = 28 433 BH 8 5 F JC ik B 45 3 B R G ' 55 12 1
(P<0.05), W32, THC & Western blot £ FEHT,
B S 4L 40T ANXAS BHME R I Rk (P<
0.001) = FHEs7 1E H XHIR4, ULl 2A ~ 2B,
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Fig. 1 The relative expression of ANXA6, PGRMC1, and miR-92a in cervical cancer tissues and adjacent tissues
A: ANXA6; B: PGRMC1; C: miR-92a, "P<0.05,

R 2 FEIGKFERIFESHEEE . ANXA8 RiZHER (1 (%)]
Tab.2 ANXAS expression in cervical cancer patients with different clinicopathological features [n (%) ]

I PR B RAE n ANXAPAYE(n=53) ANXAMM:(n=16) Y/ P
il i i3 45 34(75.56) 11(24.44)
e 24 19(79.17) 5(20.83) 0115 0735
FIGO/3#] B 32 17(53.13) 15(46.88)
11 #1 17 16(94.12) 1(5.88) 4.160 <0.001"
T # 20 20(100.00) 0(0.00)
SRR =k 11 0(0.00) 11(100.00)
ok 19 14(73.68) 5(26.32) 6.204 <0.001"
51k 39 39(100.00) 0(0.00)
N e s 38 22(57.89) 16(42.11)
16.993 <0.001"
s 31 31(100.00) 0(0.00)
ESRIE T 40 24(60.00) 16(40.00) )
15.102 <0.001
H 29 29(100.00) 0(0.00)
"P<0.05,

23 AEIGKRREFIES@EEEH PGRMCH

KRIE

PGRMC1 %355 FIGO 438 . 4L AL/ | il
ELZE 588 LU B 55 R OC . FIGO sy . 7
L FEEE AL, PGRMCI FHME RS, ZR 04501
FREX(P<0.01); WELEHREMEZRIER
PGRMC 1 BHE: 343 51 W I v T JG bk O 25 55 A AL G
TEiEiE (P <0.001), WL3E 3, THC & Western

blot Kz 2B, Fr g 21 214 PGRMC 1 FHA: AN
HHRIB(P<0.01)fm TS5 IE R A REAL, WA 3A ~
3B,
24 AR IEKRBEYSIEE HREEE B mR-92a
FKiEER
miR-92a £ 5 5 FIGO 233 . /4L | il
ELEE R DL B 552 AT 56 . FIGO /s . 4y
AR BRI, miR-92a F A KB R (P < 0.001);
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ANXAS  l—— - 37 kDa
GAPDH - - 37 kDa
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B2 ANXA8 EEIEALAREFERAHARRIRIE
Fig.2 Expression of ANXAS in cervical cancer and adjacent tissues
A EPSUE FUE S5 IEH 414 THC Y4 5(40 x ); B: Western blot #ill ANXAS8 2 ik, "P<0.05.

% 3 FEIGKFIEHHE S 3= 2E H PGRMC1 &iE [0 (%)]

Tab.3 Expression of PGRMC1 in cervical cancer patients with different clinicopathological features [n (%) ]

I AR BRAFAE n PGRMCIFH{E(n=50) PGRMCIBE(n=19) Xz P
Jihyeg A7y i3 45 33(73.33) 12(26.67)
fisea 24 17(70.83) 7(29.17) 0049 0825
FIGO/+H I# 32 18(56.25) 14(43.75)
I 17 13(76.47) 4(23.53) 3.047 0.002*
T#A 20 19(95.00) 1(5.00)
AR =k 11 1(9.09) 10(90.91)
51k 19 11(57.89) 8(42.11) 5.832 <0.001"
&5k 39 38(97.44) 1(2.56)
N mEL 2 7w 38 20(52.63) 18(47.37)
16.672 <0.001"
T 31 30(96.77) 1(3.23)
BRI o 40 22(55.00) 18(45.00)
14.547 <0.001"
f 29 28(95.55) 1(3.45)
*P<0.05,

FUA R E S5 R T ey 5212300 B b miR-92a /KF PGRMC1 mRNA 5 miR-92a £ A A K (P <
YRR TR BB M EHREEE 005, W 4C,

(P<0.001), W34,

2.5 ANXA8.PGRMC1.miR-92a > i@l &4 3 iTig

KT
A RT—qPCR K455, %F ANXAS mRNA, 3.1 ANXA8 5piE% &
PGRMC1 mRNA ., miR-92a #£4T Pearson £ 1 4H 56 FESIR 26 1) V2 40 A T s A ) B ZH LR A Py

P43 H7 . ANXA8 mRNA 5 PGRMC1 mRNA 3 ik HAYE EE S8 . F5E S
BIEME(P<0.01), VLK 4A. ANXA8 mRNA 5 0% . 40k . T4, Tk R I EEE A
miR-92a £ K MM E (P> 005), WHE 4B,  BYSEHFRIKNS SRR TR R & J 56 R0
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Fig.3 The expression of PGRMCI in cervical cancer and adjacent tissues
A B UM SS IE R 44 THC Je(5,(40 x ); B: Western blot #1] PGRMC1 455, "P<0.05,
R 4 REIGKFBIEHILE TEEEF miR-92a RiXFER(Xxs)
Tab.4 Expression of miR-92a in cervical cancer patients with different clinicopathological features (X =+ s)
e A BRI n miR-92a /F P
JibyRr 25y i 45 4.5542.05
s o 0.19 0.854
i3 24 4.64+2.18
FIGO4 1 32 2.67+0.91
114 17 5.17+0.57 193.90 <0.001"
|| 6 20 7.13+0.79
AR =Pt 11 1.65+0.39
tharit 19 3.1340.55 108.00 <0.001"
54k 39 6.11+1.28
N = i 38 2.98+1.10
HELATEE L 13.76 <0.001°
7 31 6.54+1.04
= v Q‘f
B S ¥ 40 3.08+1.16 13.40 <0.001"
il 29 6.65+0.99
"P<0.05,

R R, ANXA8 TEON S maRkik, HEE
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IR A b R R, RIE ANXAS ] 30 i 5 41
M1 S MIITE RS . ANXAS 76 B i 4l 4l h it ik,
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B B T 58 IE W 421 4.35%, #E—L i kIR,
FIGO 43y . oAU FR B BRAIK, ANXAS BHMER
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PGRMC1 P55 51 B &k &5 T JC bk L 45 54 % Fn 6

BRI, 45U ANXAS ik 5 5 S
PIMRE 3 R RREE | R . RIS I,
3.2 PGRMC1 5pEXE

PGRMCI1 & 1 F s R 1, HA 1AM 4
JOANZE R Ik . 1 AN BB IX A 1A T A A e, 40
M BEL & 1 A A e & P450 bS/IM L R 45 &
A, A 2R S A G Y. AR R
B, PGRMC1 54545 B>, I Bk 40 M
Je 3 Sk s Y AR N ) 22 R G A R R e
A K. PGRMCT AT i e Jo - 24 ity 248 ey 34 5
1278, (kI AH G JORE O, F T 2 e Jo B
1 f 93 0 E e 23 PGRMC B = AL AR /N BUAE
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