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[ Abstract] Objective  To investigate the changes of serum hepatitis B virus surface antigen ( HBsAg),
hepatitis B virus ribonucleic acid (HBV RNA), -y —glutamyl transpeptidase (GGT), v —glutamyl transpeptidase
to platelet ratio (GPR) levels in patients with different stages of natural history of chronic hepatitis B virus (HBV)
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infection and the diagnostic value of combined detection in the staging of natural history of chronic HBV infection.
Methods
Third People’ s Hospital of Kunming from November 2020 to December 2023 were selected as the research objects.

A total of 172 patients with chronic HBV infection who were not treated with antiviral therapy in the

According to the process of HBV infection, they were divided into HBeAg—positive chronic HBV infection ( EPI)
group (n =77), HBeAg—positive CHB (EPH) group (n = 42), HBeAg-negative chronic HBV infection ( ENI)
group (n =26), HBeAg-negative CHB (ENH) group (n = 27). The differences of serum HBsAg, HBV RNA,
GGT and GPR levels in each group were compared, and the receiver operating characteristic (ROC) curve was
drawn to explore the diagnostic value of combined detection of serum HBsAg, HBV RNA, GGT and GPR in EPH
and ENH stages in the natural history of chronic HBV infection. Results
serum HBsAg, HBV RNA, GGT and GPR levels among the four groups (P < 0.05). The area under the ROC curve
(AUC) of combined detection of serum HBsAg, HBV RNA, GGT and GPR in the diagnosis of EPH and ENH was
0.869 and 0.836, respectively, and the sensitivity and specificity were 76.19%, 59.26% and 84.42%, 96.15%,
The combined detection of serum HBsAg, HBV RNA, GGT and GPR has high

accuracy and low misdiagnosis rate in the diagnosis of natural history of chronic HBV infection, which is expected to

There were significant differences in

respectively. Conclusion

replace the traditional invasive examination. It plays an important clinical significance in the accurate diagnosis and

individualized treatment strategy of patients with a natural history of chronic HBV infection.

[ Key words] Natural history of chronic hepatitis B virus infection; Combined diagnosis; Hepatitis B virus

surface antigen; Hepatitis B virus ribonucleic acid; vy —glutamyl transpeptidase
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K56 . Kruskal-Wallis #LH 2 ANOVA K5 2L P <
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1
22 AABEETARNIEIRT EPH AN R MK

XA ICWT R BE L8R

ROC it £k 7 #1 % 7~ , HBsAg. HBV RNA,
GGT. GPR Hph J 5k A 452 Wr EPH 1) AUC
235K 0.677. 0.549, 0.859. 0.835. 0.869, H
AR AUC 52Kk, T HBsAg. HBV RNA
HM I AUC, ZFA S L (P<0.05),
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Tab.1 Comparison of various detection indexes in patients with natural history of chronic HBV infection [M(P,;, P5)]

HBsAg HBV RNA

413 (1g IU/mL) (1g copies/mL) GGT(UL) GPR

EPIZH 4.65(4.39, 4.72)b 7.66(6.99, 8.02) 14.00(12.00, 19.00)b¢ 0.12(0.10, 0.17)b
EPHZH 4.28(3.81, 4.72)%d 7.58(6.13, 8.00)% 30.50(21.83, 45.00)° 0.29(0.19, 0.47)*
ENIZH 2.63(1.48, 3.31)® 2.00(0.00, 3.03)® 20.00(15.00, 29.50)* 0.19(0.14, 0.31)?
ENHZH 2.97(2.47, 3.42)® 3.20(2.00, 4.92)® 33.00(21.00, 51.00)® 0.34(0.19, 0.46)*
H 92.623 94.882 64.691 62.818

P <0.001" <0.001" <0.001" <0.001"

P <0.05; 5EPI AR, °P < 0.008 3; S5 EPHA HA, PP < 0.008 3; S ENIA HA, °P < 0.008 3; SENHZ] HA, 4P < 0.008 3,
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Tab.2 The diagnostic efficacy of single and combined detection of four indicators in EPH stage

¥ekr AUC(95%CI) HURE (%) FERE (%) I FHE P
HBsAg(lg TU/mL) 0.677(0.567 ~ 0.787)* 61.90 79.20 4354 0.001"
HBV RNA(lg copies/mL) 0.549(0.434 ~ 0.666 )" 23.81 93.51 5.940 0.374
GGT(U/L) 0.859(0.790 ~ 0.928) 76.20 84.40 21.550 <0.001*
GPR 0.835(0.759 ~ 0.910) 78.60 79.20 0.184 <0.001"
HBsAg+HBV RNA+GGT+GPR 0.869(0.804 ~ 0.934) 76.19 84.42 <0.001"

*P <0.05; 5HBsAg+HBV RNA+GGT+GPR L, *P < 0.05,
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Fig.1 ROC curve of each detection index in the diagnosis
of EPH stage
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ENI ] HBV & Hil4b F A EORAS, Hit, X
A B BB B R T AN BRAR BT LT R SR
PR W, EPH . ENH 4 Sk
PER N B E R, I 45 TP T 25 W7 RO
FEO2, G, IRIREE AR BERE X EPH B3 F1 ENH 1
BE AT P EORS B B2 W AR O E . H A
5 HBV DNA Fl ALT 7K i A 2 LA S B )
e HBV JE e ) EL S0 B4, [ B s B 2 A
MR ANE . IR KRE DL R B3 AR A BELAS T 1ifG
PRIGHET R, B, 35 ReMER S R0z Wiie
PE HBV B YL 4R 54 30 B9 4G DU 5 76 X2 v HBV
SRR W L ORGSR AR T SR G )
ITREKXELE,

I3 HBsAg A2 I PRI F 5 )32 B9 HBV gk
i 2 AR S e RO PPAL (10 A e bR 2 — o FEAR
WF 5% o, I3 HBsAg B EPH 3 (1 I 5L A5
AUC, BRE . ¥8 5% B 53 5l 4.354 1g 1U/mL,
0.677. 61.90%. 79.20%, Tl ENH 1l FAH |
AUC, HURPE . FF 5 50 518 2.043 1g IU/mL,
0.624. 96.30%. 30.77%, 5 U A W5 H#E " 5
AR —F, BXIEF 2 B A g5 BN AH X Ik
) HBV B Ye FLHART I % HBsAg 22 Rk, #EA
B BE I A X3 BR 9 HBV 2% Yt i 109 i) ofn

R 3 ADURRAM RSN ENH HIE1S BT 20 8E 5 17

Tab.3 The diagnostic efficacy of single and combined detection of four indicators in ENH stage

Febr AUC(95%CI) U (%) TR (%) I FHEL P
HBsAg(lg TU/mL) 0.624(0.472 ~ 0.776)* 96.30 30.77 2.043 0.122
HBV RNA(lg copies/mL) 0.702(0.560 ~ 0.844)* 51.90 92.30 3.195 0.012°
GGT(U/L) 0.723(0.587 ~ 0.859) 96.30 38.50 17.000 0.005"
GPR 0.744(0.612 ~ 0.876) 59.30 84.60 0.332 0.002°
HBsAg+HBV RNA+GGT+GPR 0.836(0.729 ~ 0.944) 59.26 96.15 <0.001"

P <0.05; 5 HBsAg+HBV RNA+GGT+GPR L4, #P < 0.05,
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