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[Abstract] Objective To analyze the clinical characteristics and the antimicrobial resistance of respiratory
tract infection in children in Baoshan City, guide clinicians to rationally apply antibiotics, and improve the success
rate of treatment. Methods  Retrospective analysis of the distribution characteristics and drug sensitivity results of
1039 strains of pathogens detected in pediatric inpatients of hospitals from 2019 to 2022 was conducted. Results
The main pathogens causing the respiratory infections in children in Baoshan area were Streptococcus pneumoniae,
Escherichia coli, Staphylococcus aureus, Haemophilus influenzae, Klebsiella pneumoniae and Pseudomonas

aeruginosa.Analysis of the drug sensitivity results of pathogenic bacteria with a detected quantity greater than 80
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revealed that Streptococcus pneumoniae had a high resistance rate to erythromycin, clindamycin, and compound
sulfamethoxazole. The resistance rates of penicillin, ceftriaxone, cefotaxime, and meropenem were P<0.05, and
the difference was statistically significan. Methicillin—resistant Staphylococcus aureus( MRSA)  was11.1%;
CTX/CRO-R-ECO, CTX/CRO-R-KPN, CR-ECO and CR-KPN were lower than the 2021 ISPED level; The
P.aeruginosa drug resistance rate and H.influenzae’ s ampicillin and ampicillin/sulbactam were higher than the 2021
ISPED level. Conclusion The treatment of respiratory tract infections in pediatric patients faces great
challenges.The non—standard use of empirical medication has led to the emergence of multidrug-resistant bacteria,
and the selection of anti infection treatment drugs is limited. Therefore, it is imperative to grasp the epidemic

characteristics and drug resistance of pathogenic bacteria in the local area.
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Tab.1 Distribution of the isolated pathogens
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Tab.3 Analysis of Streptococcus pneumoniae drug resistance(%)

Bz 20194F 20204F 20214F 20224F SR e P
HEHR 15.4 9.2 55 0.0 75 13.3 0.002
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N 0.0 0.0 0.0 0.0 0.0
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Tab.4 Analysis of Staphylococcus aureus drug resistance(% )
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Tab.5 Analysis of Escherichia coli drug resistance(%)

PUE W) 20194F 20204F 20214F 20224F SEH(E i P

B B P AR/ e F 4 TR 14.9 11.8 16.7 18.9 15.6 0.6 0.920
S F MR AT B 10.6 11.8 9.5 11.3 10.8 0.2 1.000
FORTIMUETEE 31.9 353 28.6 30.2 31.5 0.6 0.914
WRL P AR /Al L 2 12.8 13.7 14.3 13.2 13.5 0.2 1.000
S F bk 42.6 52.9 57.1 54.7 51.8 2.3 0.524
Sk 57.4 54.9 47.6 453 51.3 1.9 0.573
S fo e 14.9 11.8 14.3 13.2 13.6 0.3 0.974
ULV 19.1 19.6 21.4 17 19.3 0.4 0.946
LA EE 5 14.9 17.6 16.7 15.1 16.1 0.3 0.979
S Foank i 17 15.7 14.3 13.2 15.1 0.4 0.956
LT 10.6 9.8 7.1 5.7 8.3 1.1 0.787
Al 213 235 214 18.9 21.3 0.4 0.947
NS 8.5 11.8 14.3 7.5 10.5 1.5 0.706
TR 6.4 5.9 48 3.8 52 0.6 0.944
WNT R 42.6 47.1 429 45.3 445 0.3 0.969
FEEFID B 44.7 49 452 472 46.5 0.3 0.975
207 B 55.3 54.9 54.8 50.9 54.0 0.3 0.969
[ 0 0 0 1.9 0.5 0.2 1.000
SV Rt R 0 0 0 1.9 0.5 0.2 1.000
E3la T 0 0 0 1.9 0.5 0.2 1.000
KR 2 0 0 0 0 0.0

R E 0 0 0 0 0.0

B E 0 0 0 0 0.0
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Tab. 6 Analysis of K. pneumoniae drug resistance(% )

HLH ) 20194F 20204F 20214F 20224F SERE e P
[Ny NETE T 16.7 21.7 15.8 20 18.6 0.4 0.953
S AR AR /AT B EH 12.5 17.4 15.8 13.3 14.8 0.5 0.958
FORTIMUET IR 333 30.4 36.8 30 32.6 0.4 0.971
WR7 FE AR/ Athmal L 1 16.7 13 15.8 16.7 15.6 0.3 1.000
S bk 37.5 34.8 42.1 36.7 37.8 0.3 0.982
SOk 333 30.4 36.8 30 32.6 0.4 0.971
S Ao 25 21.7 21.1 23.3 22.8 0.2 1.000
e 37.5 34.8 36.8 33.3 35.6 0.2 0.991
S AUE N 33.3 34.8 36.8 30 33.7 0.4 0.963
Skl 20.8 26.1 26.3 16.7 225 1.1 0.799
KPR T 16.7 21.1 26.3 20 21.0 0.7 0.897
Al 25 26.1 31.6 13.3 24.0 2.7 0.414
JEALRE RS 8.3 8.7 53 33 6.4 1.2 0.799
SR 8.3 8.7 53 33 6.4 1.2 0.799
3T 8.3 8.7 53 33 6.4 1.2 0.799
[1p/ Sy 23 12.5 13 15.8 13.3 13.7 0.3 1.000
NS 20.8 17.4 21.1 16.7 19.0 0.4 0.968
FATEH R 16.7 13 15.8 13.3 14.7 0.4 1.000
WNTb A 20.8 21.7 26.3 20 222 0.4 0.972
EE R 2 16.7 21.7 26.3 23.3 22.0 0.7 0.901
27 HiH 20.8 26.1 31.6 30 27.1 0.9 0.840
R 0 0 0 0 0.0

BInsmE 0 0 0 0 0.0




154 B Y B B} K 2 2 4t 045 5
x 7 MFRBERETZE (%)

Tab.7 Analysis of Pseudomonas aeruginosa drug resistance(%)
HEZY) 20194F 20204F 20214F 20224F SR P P
WP e 13.0 12.0 16.7 14.8 14.1 0.5 1.000
S FOWR AT B 11.7 12.0 9.3 8.1 10.3 0.4 1.000
WRFE PG A/ Ahumse 2L 13.0 12.0 16.7 7.4 12.3 1.2 0.824
7 flhnE 17.4 12.0 8.3 11.1 12.2 0.8 0.876
KAtk i 8.7 12.0 8.3 11.1 10.0 0.4 1.000
A MEE 17.4 16.0 16.7 14.8 16.2 0.3 1.000
TERERER 8.7 8.0 8.3 7.4 8.1 0.4 1.000
ESLs ) 8.7 8.0 8.3 7.4 8.1 0.4 1.000
Pk 2 0.0 4.0 8.3 3.7 4.0 22 0.690
KRR 0.0 8.0 8.3 7.4 5.9 2.3 0.553
Wb R 17.4 20.0 16.7 18.5 18.2 0.2 1.000
LRI R 11.7 14.0 15.0 12.2 13.2 0.2 1.000
Tt 0.0 0.0 0.0 0.0 0.0
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Tab.8 Analysis of Haemophilus influenzae drug resistance(%)
P25 20194 20204F 20214F 20224F S v P
R PEAR 83.0 82.0 86.7 84.8 84.1 0.7 0.936
FACRVIAREF R 82.7 78.5 78.3 81.1 80.2 0.6 0.916
WIRH7, PG Ao/ b mee [ 31 8.2 7.6 6.7 7.4 7.5 0.4 1.000
S TR TR/&F B 10.6 11.8 9.5 8.3 10.1 0.6 0.971
W R 17.4 20.0 26.7 18.5 20.7 0.5 0.951
L E TP A 21.7 24.0 25.0 222 23.2 0.2 1.000
S flh g 0.0 0.0 0.0 0.0 0.0
S Foo s fi 0.0 0.0 0.0 0.0 0.0
S 0.0 0.0 0.0 0.0 0.0
KAtk i 0.0 0.0 0.0 0.0 0.0
A MEE 0.0 0.0 0.0 0.0 0.0
TERERER 0.0 0.0 0.0 0.0 0.0
ESLs ) 0.0 0.0 0.0 0.0 0.0
P& R 2% 0.0 0.0 0.0 0.0 0.0
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