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Predictive Value of KIAA1199 and Linc00673 Genes on
Chemotherapy Efficacy in Non-small
Cell Lung Cancer

YU Huimin ", XIN Xin ", LIANG Zhiwei »
(1) Intervention Department, Shijiazhuang Third Hospital, Shijiazhuang Hebei 050000;
2) Department of Thoracic Surgery, Fengfeng General Hospital, North China Medical and Health
Group, Handan Hebei 056200, China)

[Abstract] Objective To explore the expression changes of KIAA1199 and Linc00673 genes in non—small
cell lung cancer patients before and after chemotherapy, and to further evaluate the potential value of these two
genes as molecular markers in predicting chemotherapy efficacy. Methods A total of 58 patients with stage Il -V
NSCLC admitted to the Third Hospital of Shijiazhuang and Fengfeng General Hospital of North China Medical Health
Group from August 2019 to August 2021 were selected. Peripheral blood PBMCs were collected from patients 2 days
before treatment and after two cycles of treatment to detect the expression levels of KIAA1199 and Linc00673 genes.
The chemotherapy efficacy of patients was statistically analyzed, and the value of KIAA1199 and Linc00673 genes

as molecular markers in predicting chemotherapy efficacy was assessed using ROC curve analysis. Results  After 2
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cycles of chemotherapy, 20 out of 58 patients showed disease progression, accounting for 34.48%. qPCR results
showed no statistically significant difference in the expression levels of KIAA1199 and Linc00673 genes between
progressed and non—progressed patients before treatment ( P > 0.05) . After treatment, the expression levels of
KIAA1199 and Linc00673 genes were significantly lower in non—progressed patients compared to progressed patients
(P < 0.01). ROC curve analysis showed that the AUC of combined detection was significantly higher than that of
KIAA1199 gene and Linc00673 gene alone ( Z = 3.054, 5.178, P < 0.05). Conclusion In NSCLC patients
undergoing chemotherapy, the expression of KIAA1199 and Linc00673 genes shows significant differences based on
therapeutic efficacy, with KIAA1199 being more suitable as a biomarker for predicting chemotherapy efficacy.
[ Key words] Linc00673; KIAA1199; Non small cell lung cancer; Expression level; Efficacy prediction
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Tab. 1

The primer sequences of different genes in qPCR detection

N4 S H1(5-3")
FEaF5: 5-GCCTGTGGCCTATGCAGTCA-3'
KIAA1199
KA ¥5): 5-TGCTGTGGCCTGTTCCCACTGCTTAC-3'
EMJF5): 5'-AATATTAAACGGTCCAGTCCTACAA-3'
Linc00673
K J55: 5'-TAGGACTGCCCATTACAGAGGA-3'
1E A F9: 5-CGACTTATACATGGCCTTA-3'
GAPDH

JZ 1A 5%: 5'-TTCCGATCACTGTTGGAAT-3'
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Tab.2 Comparison of general data of patients

WIRIEFE ) (oey £ P
IR (%) 1277 0.258
<65 15(39.47)  11(55.00)

= 65 23(60.53)  9(45.00)

P51 0.043  0.836
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W2 S 0.547  0.460
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Jc 11(28.95)  4(20.00)
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S FRSAY
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HoAth 3(7.89) 1(5.00) 0.017 0.895

&3 BEUTTRSW
Tab.3 Analysis of the efficacy of chemotherapy in patients

I A PR AIE n FI5rH(%)
CR 0 0

PR 13 22.4
SD 25 43.1
PD 20 344
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Fig. 1 Analysis of the relative expression levels of KIAA1199 and Linc00673 in the peripheral blood of the two groups of

patients before and after chemotherapy
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Tab.4 ROC curve analysis of the predictive value of KIAA1199 gene and Linc00673 gene for chemotherapy efficacy

izt i<k N (95%Ch) R (%) FERE (%) W ZPBAEHL
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Fig.2 ROC curve analysis of the predictive effects of
KIAA1199 and Linc00673 as molecular markers
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