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[ Abstract] Objective Immune infiltration, as well as their implications across various cancers, and to
establish a clinical prognostic model based on the findings. Methods The expression profile and clinical
information of endometrial cancer tissue and adjacent tissues in TCGA endometrial cancer database were used, the
differential expression genes were screened out for analysis, and the mRNA co—expressed by LncRNA was analyzed

by GO enrichment and KEGG signaling pathway.The differential genes between endometrial cancer and adjacent
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tissues were intersected with the basement membrane protein genes. The selected differentially expressed genes were
combined with survival status and survival time to screen out Hub genes by Lasso—cox regression analysis.
Multivariate Cox regression analysis was used to establish a prognostic model, and pan—cancer analysis and

immunoinfiltration correlation analysis were further performed. Results  Six basal membrane protein Hub genes,

ADAMTSS, EVAIC, THBS4, CTSD, ITGAV and LAMA1, were identified as associated with the prognosis of
patients with endometrial cancer, and found that the survival rate of patients decreased significantly with the
increase of risk score. Pan—cancer analysis found that these 6 genes were significantly different in most cancer types,
and high expression in GBMLGG ( glioma), LGG (low-grade glioma of the brain), LAML ( acute myeloid
leukemia), UVM (Uveal melanoma), ACC (adrenal cortical cancer) and other cancers had poor prognosis. The
potential role of these genes in tumor immunotherapy was also explored, and significant negative correlation was
found with Th17 cells, Th2 cells, NK CD56 bright cells and other immune cells (P<001), and significant
positive correlation was found with Tem, iDC, Eosinophils, aDC and other immune cells (P<0.01). Conclusion

Basal membrane protein gene has high clinical value in the diagnosis and prognosis of endometrial cancer, and

can be used as a prognostic marker and potential therapeutic target for patients with endometrial cancer.
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Fig. 2 Gene intersection and establishment of prognosis model
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Fig. 7 Correlation between genes and immune infiltrating cells
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