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[ Abstract] Food safety is a major public health problem in the world. Foodborne pathogens are the main
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factors threatening human health and food safety. Rapid and accurate detection of foodborne pathogens is of great
significance to ensure food safety and prevent foodborne diseases. Traditional detection methods of pathogenic
microorganisms are cumbersome and time—consuming, and can not detect pathogens in food in time. With the rapid
development of biotechnology, its application in the detection of foodborne pathogens is more and more extensive,
which provides a strong technical support for the prevention of the occurrence and spread of foodborne diseases. In
this paper, the harm of common foodborne pathogens and the principle, application, advantages and disadvantages

of rapid detection methods were reviewed, in order to provide reference for food safety risk assessment and foodborne

disease monitoring.
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Tab.1 The main food transmission medium and clinical symptoms of common foodborne pathogens
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Fig. 1 Schematic diagram of loop-mediated isothermal amplification
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Tab.2 A Comparison of three detection technologies: LAMP, RCA, and RPA
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Tab.3 Comparison of detection methods for foodborne pathogens
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