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Abstract Objective: To characterize the resistance phenotype and distribution of resistance genes of third -
generation cephalosporin - resistant Salmonella in pediatric patients in Huizhou area. Methods: Five hundred and
eleven children with Salmonella infections confirmed by bacterial culture in the First Maternal and Child Health
Hospital of Huizhou City from January 2022 to December 2023 were selected , and drug sensitivity tests were performed
on the isolated Salmonella to screen out Salmonella resistant to third - generation cephalosporins, and drug-resistance
genes of screened out third - generation cephalosporin-resistant Salmonella were detected by using second - generation
sequencing of the macrogeneration genomes (mNGS). Results: A total of 31 strains of Salmonella were isolated
resistant to three generations of cephalosporins , of which 31 (100%) ,16 (51.61%) ,and 13 (41.94%) were resistant to
ceftriaxone, ceftazidime, and cefepime respectively. The 31 strains of triple cephalosporin-resistant Salmonella were
mainly dominated by Salmonella typhimurium, which accounted for 67.74% of the total, while the other serotypes were

Salmonella enteritidis,, Salmonella neurona, Salmonella dublin, and Salmonella untyphi, which accounted for 3.23%,
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6.45%,3.23% ,and 19.35% , respectively. Ultra broad-spectrum B-lactamase-producing (ESBLs) resistance genes were
detected in 30 out of 31 Salmonella strains, with a detection rate of 96.77%. blaCTX, blaOXA , and blaTEM were found
in 22 (73.33%) , 16 (53.33%) , and 25 (83.33%) of the strains, respectively. Conclusion: Third - generation

cephalosporin-resistant Salmonella in pediatric patients in Huizhou area are mainly Salmonella typhimurium serotypes ,

carrying ESBLs resistance genes mainly blaTEM and blaCTX, resistance genes are diversified, and should continue to

strengthen clinical clinical isolates resistance phenotype and resistance gene monitoring.
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