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[ Abstract] Long non—coding RNA (IncRNA) is a functional RNA molecule with a length of more than 200 nucleotides and does
not encode proteins. It is mainly involved in the regulation of gene expression at the transcriptional , post—transcriptional and epigenetic
levels. Vascular endothelial cells are a single layer of flat cells that cover the surface of the blood artery lumen , providing a smooth inner
surface for blood flow and ensuring appropriate blood circulation throughout the body. Some IncRNAs play an irreplaceable role in an-
giogenesis by regulating the proliferation , migration, apoptosis and tube formation of endothelial cells to maintain specialized endothelial
cell phenotypes and functions. The imbalance between IncRNA regulation and angiogenesis may lead to a variety of vascular diseases.
Spliced transcript endothelial enriched IncRNA (STEEL) plays an important role in the epigenetic regulation of angiogenesis , thereby it
has attracted much attention. This article reviewed the research progress of the effect of some endothelial-enriched Incrnas on endothe-
lial function, especially IncRNA STEEL mediated angiogenesis in vascular endothelial cells through epigenetic regulation , which pro-
vided a reference for the mechanism research and clinical application of angiogenesis.
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Table 1 IncRNA associated with endothelial function regulation
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