VIR BERIR= AR 20244F SB478% S
Journal of Southwest Medical University Vol.47 No.1 2024 29

BAREIH

BT R RAPDE ARFKSEEAR HEERRFMAL
Hel) 3 & SCAR Fitrid

wsu, % M AEHN DER. BRI
PEREEE R AL F 0 (59N 646000)

(# ZE] B# FHPEX D BT AR BRI SRS HEDCH (sequence characterized amplified regions, SCAR) 5
ice Ak ERABENY S 2 &M DNA (random amplified polymorphic DNA, RAPD) fUAEA F X 10 P4fpdtf 7R ZH DNABERLY 1S 75
F BRI, o st TR 3 MR SCAR BRI, Z5 R RREDIRIEH 3 A~ SCAR BRI, HARMN AR S [W053 51 4 N2—12, A2—~17 A1
A6=33; H i1 SCAR Hric N2~ 12 fEEEE AP i MY 29 750 bp BURFFIHESETT , SCAR ARIC A2—17 AEEERE A it HEHIZY 750 bp HURE MRS,
SCAR FRIC A6=33 TEAIBKFRIE T HEHZ 600 bp BUFF MR . 8518 N2—12,A2—17 F1A6—331X 3 KR SCAR HrhRICRED B AERfY
KA R EAE A I A R AKX 3 DMk, A4 TGt T2 FR 20 8 20 AR ) s e TR 1SR iRk ds

[X2IR] BT IR A0k PP PR SRR L s SeE

[FESZES] RI31S MRS A DOI: 10.3969/j.issn.2096-3351.2024.01.007

3 new SCAR markers for Dendrobium williamsonii Day et Rchb. f., Dendrobium
findlayanum E. C. Parish et Rchb. f. and Pholidota chinensis Lindl. by improved
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[Abstract] Objective To find the SCAR (sequence characterized amplified regions) markers that can quickly distinguish Den-
drobium williamsonii Day et Rehb. f., Den. findlayanum Par. et Rchb. f. and Pholidota chinensis Lindl.. Methods In this paper, based
on random amplified polymorphic DNA (RAPD) ,we randomly amplified the genomic DNA of 10 species, using the method of molecu-
lar cloning and sequencing, and got the SCAR markers which can identify the three species. Results Three specific primers (N2-12,
A2-17,A6-33) were screened. The primer N2—12 amplified a specific band of about 750 bp in the species of Dendrobium williamsonii
Day et Rehb. f., A2-17 amplified a specific band of about 750 bp in the species of Den. findlayanum Par. et Rchb. ., and A6-33 ampli-
fied a specific band of about 600 bp in the species of Pholidota chinensis Lindl.. Conclusion These three pairs of specific SCAR mark-
ers could quickly and accurately distinguish the above three species, providing an experimental basis for the identification of this au-
thentic Chinese medicinal plant in the future.

[Key words] Dendrobium williamsonii Day et Rchb. f.; Dendrobium findlayanum E. C. Parish et Rchb. f.; Pholidota chinensis
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Figure 4 Sequencing result of the cloned nucleotides by Sanger sequencing
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