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Mechanism of Siwu Decoction in the Treatment of Cervical Cancer

Based on Network Pharmacology
Li Jinxiang Yu Tiantian Li Wei Ding Lingling
(The First Clinical College, Hubei University of Traditional Chinese Medicine, Wuhan 430000, China)

Abstract Objective: To study the mechanism of action of Siwu decoction in the treatment of cervical cancer
based on network pharmacology. Methods: The active ingredients were collected through the traditional
Chinese medicine systems pharmacology knowledge base, and the disease targets were collected by
therapeutic target database and GeneCards databases. Then the Venn diagram was drawn. The "drug-active
ingredient-disease target" relationship network diagram was constructed by Cytoscape 3. 10. 1 and the protein
interrelationship network was drawn. The intersection target genes were analyzed by gene ontology (GO) and
kyoto encyclopedia of genes and genomes (KEGG) pathway enrichment analysis. The molecular docking was
used for verification. Results: There were 106 active ingredients and 51 key targets in the treatment of cervical
cancer, including nuclear receptor coactivator 2 (PNRC2) and prostaglandin peroxide synthase 2 (PTGS2).
The core targets of Siwu decoction in the treatment of cervical cancer were obtained by protein-protein
interaction (PPI) analysis, including threonine kinase 1 (AKT1), tumor necrosis factor (TNF), PTGS2,
proto-oncogene proteins cjun (JUN), caspase-3 (CASP3), etc. Molecular docking analysis showed that
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stigmasterol had good binding activity with TNF and AKT1 targets. Conclusion: Siwu decoction can play a

role in the treatment of cervical cancer by regulating key targets TNF and AKT1, which provides a certain

basis for clinical application.
Keywords Siwu decoctin;  cervical cancer;

threonine kinase 1 (AKT1)
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