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Based on Data Mining and Network Pharmacology, Explore the Medication Rule and Mechanism
of Professor LYU Yanwei, an Old Chinese Medicine Expert in China, in Treating Diabetic Foot
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(1. Affiliated Hospital of Liaoning University of Traditional Chinese Medicine, Shenyang 110032, Liaoning, China;
2. Jilin People’s Hospital, Jilin 132000, Jilin, China)

Abstract: Objective To summarize the medication rule of Professor LYU Yanwei, an old Chinese medicine expert
in China, in treating diabetic foot, and predict the potential mechanism of core Chinese medicine combination in treating
diabetic foot. Methods The outpatient medical records of Professor LYU Yanwei's diagnosis and treatment of diabetic foot
were sorted out, and the included Chinese herbal compounds were sorted out and analyzed. At the same time, the frequency of
use of Chinese herbal medicines, the nature and taste of meridians were counted, and the medication rules were summarized

and the core Chinese herbal combinations were excavated. Using network pharmacology and molecular docking technology
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to explore the potential mechanism of core Chinese medicine combination in the treatment of diabetic foot. Results Totally
112 patients with diabetic foot, 279 prescriptions and 234 Chinese herbs were included. The core combination of traditional
Chinese medicine obtained through association rules and systematic clustering analysis is Xuanshen—Mudanpi—Chishao.
Using network pharmacology methods, 28 active ingredients and 258 potential targets of the core traditional Chinese medicine
combination were obtained. Ten core targets were identified through protein—protein interaction network analysis, including
AKT serine/threonine kinase 1, non receptor tyrosine kinase, tumor necrosis factor, epidermal growth factor receptor, estrogen
receptor 1, hypoxia inducible factor 1 alpha, heat shock protein 90 alpha family member A, mitogen activated protein kinase
3, Jun oncogene, and peroxisome proliferator activated receptor gamma. Through the pathway analysis of Kyoto Gene and
Genome Encyclopedia, it was found that the active components of core Chinese medicine combinations were closely related
to Ras signaling pathway, PI3K Akt signaling pathway, MAPK signaling pathway and AGE-RAGE signaling pathway in
diabetes complications. Conclusion Through data mining and network pharmacology methods, we explore Professor LYU

Yanwei’s medication rule and the potential mechanism of core Chinese medicine combinations in the treatment of diabetic

foot, providing data support for future clinical treatment, and laying a foundation for later experimental research.

Keywords: diabetic foot; traditional Chinese medicine treatment; LYU Yanwei; clinical experience; data mining;

network pharmacology
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