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Abstract: On May 15, 2023, a specimen of Micromys was collected from the farmland (28°47'13” N, 119°25'56" E) of

Wucheng Nanshan Nature Reserve in Jinhua City, Zhejiang Province, China. This specimen is adult and weighs 6. 43 g,

The ears are covered with short dark brown hairs. The back of the body is gray and dark, and the abdomen is slightly

lighter in color. The tail length (66.27 mm) is significantly longer than the head-body length (51. 83 mm), with a ratio of ap-

proximately 1. 3. The tail is thin and almost the same color as the top and bottom. These characteristics are consistent with

the description of Micromys erythrotis. The maximum likelihood tree constructed based on the cytochrome b gene (Cyt b)

sequence (972 bp) showed that the sample formed a monophyletic clade (100% support rate) with the homologous se-

quences of M. erythrotis downloaded from GenBank. Based on the above results, the specimen was identified as M. eryth-

rotis, which is the new record species in Zhejiang Province.
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Fig. 1 Lateral (A), ventral (B) and dorsal (C) views of the specimen of Micromys (HSM23005) from Jinhua County, Zhejiang Province,, China
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Fig. 2 Cranium of Micromys erythrotis from Jinhua in Zhejiang Province
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Tab. 1 External and cranial measurements of Micromys erythrotis
AR AHIEFE e Hh 1 R
M R . This study Anhui, China Sichuan, China Vietnam
castrements (n=1) (n=4) (n=9) (n=8)
Tt /g Body weight 6.43 6. 54+0. 68
A& /mm Head and body length 51.83 55.75+3.27 61. 11+7.58
JE K /mm Tail length 66.27 61.75+2.59 75.33+11. 17
J&i 24 /mm Hind foot length 15.51 14. 00+0. 71 15.13+1. 62
HAK/mm Ear length 9,14 9. 63+0. 41 10. 67+0. 94
fifi 4K /mm Greatest length of skull 17.82 17.36+0. 09 18. 65+0. 65 18. 45+0. 46
A4S /mm Condylobasal length 16.71 16. 35+0. 19 17. 07+0. 76 17. 12+0. 65
5K /mm Palatal length 8.62 8.58+0. 10 9.25+0. 25 9.20+0. 23
HIE 8] 5% /mm Interorbital breadth 3.24 3.20+0. 04 3.22+0. 17 3.31+0. 17
Ji 5% /mm Braincase breadth 8.69 9.07+0. 03 9.31+0. 21 8. 96=+0. 30
Jii 5 /mm Braincase height 6.94 7.14+0. 21 7.12+0. 38 7.05+0. 29
9 /mm Zygomatic width 8.74 9. 12+0. 02 9.27+0,20 8. 78+0. 48
[ F {44 /mm Upper molar row length 2.85 2.83+0.02 2.98+0. 10 2. 84+0. 07
THE# K /mm Lower molar row length 2. 81 2.79+0. 03 2. 88+0. 07 2.77+0. 04
FI 4§ 8 % /mm Breadth across upper molars 3.59 3.57+0. 02 3. 44+0. 26 3.58+0. 19
[T FL K /mm Length of foramina incisive 3.51 3.51+0. 03 3.63+0. 62 3.50+0. 19
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Fig. 3 The maximum likelihood tree based on mitochondrial Cyt b gene
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ABFFEME T IZIRA Cyt b HEP 972 bp J3 41, I
$2 22 3| GenBank ( % 5% 5 : OR338518) 1 . il i
MEGA 11. 01158 K2P st fZ 1R 5, R iZbr A5 E N
¢ H § Bl A5 A (GenBank & 7% 5 . AB201996.
MW585781, MW585805, MW585806, 01473709,
01473707, OL473723) ) it 15 2 5 N 0.92%~
3. 47% , 5B H X 21 HE 88 FR AR AR (GenBank 5 565
FJ827493 . FJ827492) it f& FH 5 4 1. 22%~1. 32%,
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LR — X (LR E N 100%) (K 3) , #F—231E 52 fr
PR NI SEAN=N A=

3 ZEFRIE

i1 25 ORI 3 5 38 A% o b, WA TR WU
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/AP NIEARCR = 00 RN e VS EARE R R 47
Mo PR P A T R

U U BB AR 28 H 5B LA R BA
Sy 2 SRR T SR B A A Caid A SCRRAL
SRR IAL . Chen 45 S HYRT Y4 3R SCHF i B
SL(M. pygmaeus) BIFR AT , 1280 DART B R & 5
FLE 20 B 8 A AP . Zhu % 7E GenBank (htips://
www. ncbi. nlm. nih. gov/nuccore/? term=Micromys+
cyth) FARAZ T B R AE RN Cyt b 751 CR UL ™
M) o P, SEEUR BT 3 A SR RS T AT
Tl 3% I 1Y 3 28 2 F1 2R G0 Ml B~ o o E— 2D TR A
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