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Abstract: Apodemus agrarius is a typical harmful rat in agriculture and forestry. This study focuses on the characteristics
of plant food resource utilization of A. agrarius. The rat samples were captured by snap traps in broad-leaved mixed forest
of Sandaoguan Forestry Farm in the eastern part of Zhangguangcailing in summer (June-August 2020) and autumn
(September-November 2020) , respectively. The diet composition of A. agrarius was analyzed by DNA metabarcoding
method. The results showed that A. agrarius mainly fed on herbaceous plants in summer. The food resources consisted of
21 species belong to 19 genera of 14 families, and the main components included Echinochloa crus-galli (87.0%) and Phe-
dimus kamtschaticus (7.0%). Moreover, the rats mainly fed on arbor fruit in autumn. The food resources consisted of 44
species belong to 40 genera of 15 families, and the main components included Quercus mongolica (48.3%), Saussurea
umbrosa (17.0%) , Pinus sylvestris var. mongolica (7.9%) , and Humulus scandens (6.2%). A. agrarius fed on 14 plant
species in both summer and autumn, mainly Saussurea umbrosa. The results of several biodiversity indices, such as the
Shannon-Wiener diversity index (H’ =0.50; H', umn =0.77;5 D,yumn =
0.62) and the Chao1 index (Chao1 =12.29; Chao1

more abundant and higher diverse in autumn than that in summer. This study reveals the characteristics of food resource

=0.83), the Simpson’s diversity index (D,

summer summer

=13.50), indicated the food composition of A. agrarius was

summer autumn

utilization of A. agrarius in Sandaoguan Forest Farm of Zhangguangcailing in summer and autumn, and provided basic data

for scientific rodent control and management.
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W # Echinochloa crus-galli

W SR INERSE Phedimus kamtschaticus
WX B2 Saussurea umbrosa

W £ Artemisia selengensis

W BEFHS Pinus sylvestris var. mongolica
W A Others

Bl ZEXMHEZIEREFEWERTWEM

Fig. 1 Plant food composition of Apodemus agrarius in Sandaoguan Forest Farm in summer
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7.9% /
17.0% — ‘

——48.3%

BR, R, =48.3%. WA, RyKT 5. 0% MHEY) 4518
HREH (R, =17.0%) FETHR (R, =7.9%) . KIK
B} (Cannabaceae) #£ % J& (Humulus) 7 5. (H. scan-
dens R, =6.2%) (F2).

W 25k Quercus mongolica

W B B4 Saussurea umbrosa
FEFH Pinus sylvestris var. mongolica

W 5 Humulus scandens

W LG Lathyrus quinquenervius

W I Arthraxon hispidus

W ;8% Galinsoga parviflora

W I¥Z Eriochloa villosa

W 55352k Stellaria radians

W MR 5 Setaria viridis

W JLAth Others

B2 ZEXMIHELIERNFEDERTWER

Fig. 2 Plant food composition of Apodemus agrarius in Sandaoguan Forest Farm in autumn
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Fig. 3 ASV Venn diagram of Apodemus agrarius in summer and autumn
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Tab. 1 Comparison of food diversity index of Apodemus agrarius between

summer and autumn

RURIELAS

Shannon-Wiener

3] Chaol 8% N 2 Si qH(D

0 Observed o _TE%I SRR () T *E.ﬁ( )

Season L. Chaol index . . Simpson index
species index Shannon-Wiener index

2% 12 12.29 0.50 0.77
Summer
LSS 13 13.50 0.83 0.62
Autumn

W 25 Bk Quercus mongolica
W # Echinochloa crus-galli
[0 1B E 4 Saussurea umbrosa
W A5 FH Pinus sylvestris var. mongolica
W 5 Humulus scandens
W WS Lathyrus quinquenervius
W 5L Arthraxon hispidus
W SN BR3E Phedimus kamischaticus
W FE% Galinsoga parviflora
W 7% Eriochloa villosa
W 5550942k Stellaria radians
W e Setaria viridis
W 255 Artemisia selengensis
W ERINERY Physalis pruinosa
W Geranium sp.
7 HAth Others

B4 BLIEREMATEMERWARMEFE

Fig. 4 Relative abundance of plant food composition of Apodemus agrarius in summer and autumn
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